Start crop Point End crop Point

MSA length = 919 1
CCTAGATCATATATACTTACGTGGATITATAAACGCCAT ---------- CCATAGTGITTTACATATCCACGTAAGTATATATGATCTAGG ———TTAATTAAIA
CCTAGATCATATATACTTACGTGGATGTATAAACGCCAT - -=-=---=---- CCATAGTGATTTAIATATCCACGTAAGTATATATGATCTAGG ------ ATAAATA
CCTAGATCATATATACTTACGTGGATGTATAAACGCCAT - -=----=-=--- CCATAGTGATTTACATATCCACGTAAGTATATATGATCTAGGH- - - - - - ATAAATA
CCTAGATCATATATACTTACGTGGATGTATAAACGCCAT - -=--=--=-=--- CCATAGTGATTTACITATCCACGTAAGTATATATGATCTAGG TAATTAATAAATA
CCTAGATCATATATACTTACGTGGATGCATAAAIGCCAT ---------- CCATAGTGATTTACATATCCACHTAAGTATATATGATCTAGGITACTAATAAAT
CCTAGATCATATATACTTACGTGGATGCATAAACGCCAT - -=----=---- CCATAGTGATTTACATATCCAC!IA.TATATATGATCTAGG
CCTAGATCATATATACTTACGTGGATGTATAAACGCCAT - -=--=--=-=--- CCATAGTGATTTACITATCCACGTAAGTATATATGATCTAGG TTATTT.AA T
CCTAGATCATATATACTTACGTGGATGCATAAACGCCAT - -=----=-=--- CCATAGTGATTTACATATCCACGTAAGTATATATIATCTAIG TAATTAATTAARA
CCTAGATIATATATACTTACGTGGATGTATAAACGCCAT ---------- CCATAGTGATTTACATATCCACGTAAGTATATATGATCTAGG
CCTAGATCATATATACTTACGTGGATGTATAAACGCCAT - -=-=---=---- CCATAGTGATTTACATATCCACGTAAGTATATATGATCTAGG
CCTAGATCATATATACTTACGTGGATGCATAAACGCCAT - -=-------- CCATAGTGATTTACATATCCACGTAAITATATATGATCTAG
CCTAGATCATATATACTTACGTGGATGTATAAACGCCAT - -=----=-=--- CCATAGTGATTTACATATCCACGTAAGTATATATGATCTAGG
CCTAGATCATATATACTTACGTGGITGTATAAACGCCAT ---------- CCATAGTGATTTACATATCCACGTAAGTATATATGATCTAGG
CCTAGATCATATATACTTACGTGGATGTATAAACGCCAT - -=-=---=---- CCATAGTGATTTACATATCCACGTAAGTATATATGATCTAGG

Q) O XX > 0O > 60O 60 0

Q)

- 4 4 0 400 <0 < - -
>

4 4 4 4 4 4 4 4 4 4 -4 -4 < -
>

= O 4 0 0O 4 0 0 4 0 4 0 O 0O






).bed _uf.bed g 2.bed fm_1.bed 0 O bcIn.fa_aln.fa cl.fa_gs.fa ce.i After TEtrimmer 919 b P

size: 919bp; fragments: 5424, full length: 1480 (>=827.1bp)
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TE consensus (bp) TE consensus genomic coverage plot (bp) TE consensus self dotplot (bp) TE consensus structure and protein hits (bp)



fastab.bed ufbed g 2.bed fm 1bed 0 0 belnfa ainfa clfa gs. After TEtrimmer Extended plot Blue lines are boundaries

size: 1219bp; fragments: 5420; full length: 0 (>=1097.1bp)
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TE: nd_2_ family 473 Before TEtrimmer 897 bp

size: 897bp; fragments: 5786; full length: 1512 (>=807.3bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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