Start crop Point End crop Point

MSA length = 850
TCGGCG- ===~~~ - TCGGTAATTTTGATGCACTTGGGTAATTAITTCCGAAAA
------------------------------------------------------------ TCGGTAATTTTGATGCACTTGGITAATTACTTCCGAAAAT

- - - -ATTTA

AATATTTCARTCATGTACAAAAAATCCATATGAAGCGGAA - - - - - - - - - - - oo e o - - - TCGGTAATTTTGATGCACTTGGGTAATTACTTCCGAAAATERTTAT - - -GA
GAATATTTCA TCATGTACAAAAAATICATATGAAGCGGAATTTTCGGCG —————————— TCGGTAATTTTGATGCACTTGGGTAATTACTTCCGATAATR---------
GAATATTTCACTCATGTACAAAAIATCCATATGAAGCGA ————————————————————— TCGITAATTTTGATGCACTTGGGTAATTACTTCTGAAAAT

------------------------------------------------------------ TCGGTAATTTGATGCACTTGGGTAATJACTTICGATAAT
------------------------------------------------------------------------------------- TCGGTAATTTTGATGCACTTGGGTAATTACTTCCGAAAA - = = = = o oo e e e e o e o e o e o mmmm e oo o e o -
TAARARE A - A AJRE " T8 AA TATTTCACTCATGTAC- AAAAATCCATATGAAGCGGAATTTTCGGCG- - - - - - - - - - TCGGTAATTTTGATGCACTTGGTAAJANT T C TEEA A
------------------------------------------------------------- BcoTAARAAAAAATCATATIAAGCGGAATTTTCGGC- - - - - - - - - - TCGGTAATTTTGATGCACTTG TAATTACTTCTGAAAAT
------------------------------------------------------------ TCGGTAATTTTGATGCACTTGGGTAATTACTTCCGAAAATRT TTT---------
GAATATTTCACTCGTATECAAAAAATCCATATGAAGCGAAATTTTCGGCG- - - - - - - - - - TCGGTARTTTTGABGCACTTGGGTAATTACTTCCGAAAA TTTTATTTAF
GAATATTTCACTCATGTACAAAAAATCCATATGEAGCGGAATTTTCGGCG- - - - - - - - - - TCGGTAATTTTGATGCACTTGJGTAATTACTTCCGATAATHY------ - - -
GAATATTTCACTCATGTACAAAAAATCCATATGAAGCGGAATTTTCGGCG-=----=- - - TCGGTAATTTTGATGCACTTGGGTAATTACTTCCGA- - - - - TTTTATTTTIREAABAAAA
------------------------------------------------------------ TCGGTAATTTTGATGCACTTGGGTAATTACTTCCGATAAT
----------------------------------------------------------------------------- TCGGTAATTTTGATGCACTTGGGTAATTACTTCCGAAAATITTTTACTTA.A.AAAA-
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1.bed_fm_1.bed 0 0 n.bed g_1.bed fm 2.bed 0 0 bcln.fa_aln.fa_ After TEtrimmer 850 bp

size: 850bp; fragments: 3424; full length: 45 (>=765bp)
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ed g 1.bed fm 1.bed 0 O n.bed g 1l.bed fm 2.bed 0O O bcin.fa_
size: 1163bp; fragments: 3064; full length: 0 (>=1046.7bp)
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divergence to consensus (%)

TE: nd_ 1 family 689 Before TEtrimmer 279 bp

size: 279bp; fragments: 1416; full length: 574 (>=251.1bp)
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After TEtrimmer ORF and PFAM domain plot
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consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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