Start crop Point End crop Point

1 MSA length = 1457 1

---------------------------------- IG_CAATGACATCTAAATAAAGTAG.CCAGIATTTCATTC - - —AAAAIAAAAAAAAITC e - —GATTTCTITAAAATGTAAATAACGGCGTCTAATTTATTTAGAIGTCATTGT
-------------------------------------------------------------------------------------------------------------- GATTTCTCTAAAATGTAAATAAIGGCGTCTAAITTAITTAGATGTCAITGT
-------------------------------------------------------------------------------------------------------------- GATTTIMICTAAAATGTAJATAACGGCGTCTAATTTATTTAGATGTCATTT
- CAATGACHTCTAAATAAAGTAGACCCAGIJATTTCATTCATAA- -BAAAAAAAAAATC - - - - - - - - - GATTTETCTAAAATGTAAATAAIGGCGTC- -ATTTATTTAGATGTEET

CAATGAC- - CTAAATAAAGTAGACCC-[CATTIATT - - -[AAAAAAAAAAAAAT - - - - - oo - - GATTTITCTAAAATGTAAATAACGJCGTCTAATTTATTTAGHTGTCATTG
-------------------------------------------------------------------------------------------------------------- GA.TCT.AAAATGTAAATAACGGCGTCTAATTIATTTAGA GTCATTG-T

CAATGACATCTAAATAAAITAGICCCIGIATTTIATTIAT -------- N9 N

CAACGACATCTAAATAAAGTAGACCCAGCATBTCATTCATAAAAAAAAAAAAAAATC - - - == - = - - - GATHTCTCT- -AATGTAAAAACGGCGTCTAATTTATTIIAGATGTCATTGT - ----THRTI- - - - - - - - - - - oo oo

CAACGACATCTAAATAAAGTAGACCCAGCATETCATTCATAAAAAAAAAAAAAAATC - - - == - = - - - GATITCTCT——AATGTAAAIAACGGCGTCTAATTTATT AGATGTCATTGT-----TIRT- - - - - - - - - o o e e e e e e e e e e e e o s

GATTTCTCTAAAATGTAAATAAIGGCGTCTAATTTATTT GATGTCATTGT-A— TATHTG----------
_EITG C GATTTCTCTAAAATITIAATAA GGCGTCTAATTTATTTAGATGTCITTI ------ ACTITT ----------
G GATTTCHCBAAAATGTAAATAA GGCGTCTIATTTATTTAGATGTCATTG ------
GATTTI!C!IAAATGTAAATA CG TCTAATTIATTTAGATGTCATTGT
GATTTCTCTAAAAT TAAATAACIGCGTCTAATTTAITTAGATGTCATTGT
GATTTITCTAAAATITAAATAACGGCGTCTAATTIATTTAGATGTCATTGT

CAATGACATCTAAATAAAGTEBGACCCAGHATTTEAT CATAAAGAAIAAAAAAAATC --------------------------------------------------------------------------------------------------------------
T.CAA AICTA I\ € ccchc THAT AI --------------------------- GAT------- IAATGIAAATAAIGGCGTCTAATTIATTTAGAIGTCATTGT
CAATAARATCTAAABAAARTAGA CCAGCATTTCATTCAT———AAAIAAAAAAAA. ---------- GATTTCTCTAAAATGTAAITAACGGC TAATTTAITTAGATGTCAT.T

TC
LTAATTTATTTAGATGTCITTGT

-------------------------------------------------------------------------------------------------------------- GATTTIITCTAAAA - - - - - o - e oo ool
-------------------------------------------------------------------------------------------------------------- GATTTCTCTAAAATGTAAATAACGGCGTTAATTTATTTAGATGTCATTG

CAATGACATCTAAATAAA TAIAC CAGCATTTCATTIA—AAAAAAAAAAAAAAATC ---------- GATTTCTCTAAAATITIAATAAIGIC

-------------------------- . - - —T.G_CAATGAIATCTAAATAAAGTAGACCCAGCATTTCATTCATAAAGAAAA— o G —GATTTCTCTAAAATGTAAATAAIGGCGTCTAATTTATTTAGATGTCATTGT
-------------------------------------------------------------------------------------------------------------- GATTTCTCTAAAATGTAAATAACGI—————————————————————————T
-------------------------------------------------------------------------------------------------------------- GATTTC CTAAAATGTAAAT.CGGCGTCTAATTTATTTAGATGTCATTGT
-------------------------------------------------------------------------------------------------------------- GA.TI!CTAAAATGTAAATAACGGCGTC e TRATTTA T

-------------------------------------------------------------------------------------------------------------- BATT TR TCTAAAATGTAAATAACGGCGTTAATTTATTTAGTGTCATTG
T----CTHAMBTCRRECAATAACATCTAAATAAAGTAGACCCAGCATTTCATTCE- AAAAAAAAAAAAAAATC - - = - = - = - - - GATTTCTCTAAAATGTAAATAICGGCGTCTAATTTITITAG!IGICATT

o GATTTCTCTAAAATGTAAATAACGGCGTTAATTTATTTAGATGTCATTG
-------------------------------------------------------------------------------------------------------------- GATTTCTCTAAAATGTAAATAACGGCITCTAATTTATTTAGATGTATT - - - - - - -
-------------------------------------------------------------------------------------------------------------- GATTTCTCTAAAATGTAAATAACGG‘TCTAATTTATTTAGATGTCATTG-A

THA TBR AR - - - - - - - - GATTTCTC-AAAATGTAAATAACGGCGTCTAATTTATTTAGATGTAT TG TR
_ATTCTEG CAATGAC - = = = = = = = = = m s m e m e m e e e e e e e oo oo oo GATTTCTCTAAAATGTAAATAAMGGCGTCTAATTTATTTAGATJTCATTGT - - - - - - T
- - - -clA TABT AAR- - - - GATTTCTCTAAAATITEEA TRA

GCRTBTAATTTABTTAGAT - - - - - - -
-------------------------------------------------------------------------------------------------------------- GATTTCTETAAAATGTAAATAACGGCGTCTAATT-ATTTATGTITTGT
AATGAATCTAAATAAAGTAGACCIIAGCATTTCATTEATAAAAAAAAAAAABAATC - - - - - o - oo oo oo

CAATGACATCTAAATAABGIJAGACCC-GCATTTCATTCAT - -« - - - - - - - - AAAATC-=-----=-- B AT T T CT T ARG T A AT - - - - - - - oo e ool
GATTTCTCTAAAATGTAAATAARGG - - - - - - o oo oot e e ii e et
GATTTCTCTAAAATGTAAATAA!IGIGTCTAATTTATTTAGATGTIATTG-T—IT-AT. ---------------------------------
GATTTCTCTAAAATGTARBIBIBITC - - - - - - - - - - - - - - oo oo oo oo ool
GATTTCTCTAAAATGTAABBE - - - - - - - - - - - - oo o oottt
GATTTCTCTAAAATGTAAATAACGGCGTTAATTTATTTAGATGTCATTGTIMBIGA - - - - - = = - = - - s o e e oo oo

B T T TR T BT ABAATIIBA - - - - - - - - -
GATTTCTCTAAAATG - —AATAACGGCGTCIAATTTATTTAGATGTCATTGT-A-IT-AT.- ; --T.T ......................

GATTTCICTAAAA—GTAAATAAC GCGTCTAATTTATTTAGATGTCATTGT
IATTTCTCTAAAATGTAAATAAI!G GTCTAAITTATTTAGATGTCAITGT
GATTTiICTAAAAIGTAAATAACG CGTCTAATTTATTTAIATITCATTGT
GATTT TCTAAAATGTAAAIAA GCGTCTAATTTATTTAGATGTCATTGT
GATTTCTCTAAAATGTAAATAACGGCGTCTA TTATITAGATGTCATTGT
GATTTCTCTAAAATGTAAATAAIGGCGTCT#TTATTTAGAIG.ATTGT
GITTICT TAAAATGTAAATAACGGCGTI————TIATTTAIATGTCATT
GATTTCT TAAAAITAAATAICGG.T TAATTTATTTAGATGTCATTGT

---------------- T TTATc e TAATGACATTAAATAAARTAGACCAGCATTTCATTCA - AAAAAAAAAAARAAARC AARAGE TBEH T AACPIGCGTCTAATTTATTTAlJATGTCATTGT
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-------------------------------------------------------------------------------------------------------------- GAJJTTCTCTAAAATGTJAATAACGGCGTCTAATTTITTTAGATG|cATTG TG T - BT
-------------------------------------------------------------------------------------------------------------- BarTTRTCTAAAATGTAAATARIGGCBCTARTTTATTTAGATGTCATHG- - - - - - THRT
-------------------------------------------- AATGACATCTAAATAAATAGACCCAGCATTTCATTCA- AlAAAABAAAAARAARIC- - - - - - - - - -GATTTCTCTAAAATGTAAATAACGGEGTCHAATTTATTTAGATGTAT TG TREHIET -
-------------------------------------------------------------------------------------------------------------- GATTTCTCTAAAATGTAAATAACGCGTCTAATTTATTTAGATGTCAT TGN -
-------------------------------------------------------------------------------------------------------------- BATTTCTCTAAAATGTAAATAACGGCGTCTAATTTATTTARATGTATTG - - - - -
-------------------------------------------------------------------------------------------------------------- GATTTETCTAAABTGTAAATAACGGCGTCTAATTTATTTARA - - - - - o c o
R e T AAATGIJAAATAACGGCTCTARTTT TTAlJATGTCATTGT

----------- _C.TIAC-AAATIAIGTIGICIC.CITT.ATTIAIAAAAAAAAAAAAIAITT o —GATTTCTCTAAAATGTAAATAAIGICGTCTAATTTATTTAGATITCATTG

AlAR TN A T TTATT- -G TAATARBIC - - - - - - - o oo oo BrrrrcTcTAAAATGTAAATRATRIG TCTAARTTATTTAGATTCAT- - - - - - - -
AARGEET TR T T TATTCT-------- cBGcc GATTTCTC-AAAATGTAAATAACGGCGTCTAATTTATTTAGATGTCAJTGT
GATTTCTClJAAATGTAAATAACGGCG-[|TAATTTATTTAGATGTCATTGT
AGGABRTETRT A TATTCT-=-=----- CBEccBclEcTABA TEEHNG THGERC CA CGETETE-------- A Tememmee - GATTTCTHE-AAAATRTAABTAACGGCRTCTRATTTETBTAR---------
AGHGET- - - - - - - TERET TR THCTHA TERCHARETC AAAG ClclciiET Tl THClT-------- AMAARRTC- - - - ------ GAJJTTCTC-AAAATGTAAATAACGGCGTCTAATTTATTTAGATGTCATTG

GATITITCTAAAATGT.ATAACGGCGICTAATTTATTTAGATGTCATTGT

--------------------- A TRATTCT TAACAAATCTAAATAAAGJAGACCCAGCATTTCATTCATAAAGAAAAAAAAAAATC - - - - - - - - - -GATTTCTCTAAAATGTAAARAACGGIGTCTAATTTATTIAGATGTCATTG
--------------------- IT. —ATT—T_CAATGACATCIAAATAAAGTAGACCCAGIATTTCATTCATAAAAAAAAAAAAAA-— e - —GATTTCTCTAAAATGTAAAIAACGGCGTCTAATTTATTIAGATGTCAITGT
-------------------------------------------------------------------------------------------------------------- GATTTCTCTABAATGTAAATAACGGCGTTAATTTATTTAGATGTCATTGT
----------------------- -TT.TTTIG CIATAACATCTAAATAAAGTAGAICCAGCATTTCATTCATAAAGAAAAAAAAAAATC——————————————————————————————————————————————————————————————————————————————————————————————————————————————
-------------------------------- CAATGACATCTAAATAAAGTAGACCCAGCATTTCATTCATAAAGAAAAAAAAAAATC - = = = = = = = = = mmm m o m m e m e @ m @ e @ e m e @ e e e @ e @ e e e e e m e @ e @ e e e e e m e e e e e m e m e e e e e e e e e e e e e e e e o -
--------------------- .A-TT— —ICT G TAATAACATCTAAATAAAGTAGACICAGCATTTIATTIA—AAAAAAAAAAAIAAAI— e - —GATTTCTCTAAAATGTAAATAACGGC-TAATTTATTTAGATGTCATTGT
---------------------------------- CAATGACATETAAATAARTAJJACCCAGCATTTCATTCATAAAAAAAAAAAAAAATT - - - - - - - - - -GATTTCTCTAAAATGTAAATAACGIJCGTCTRATTTATTTAGATGTATTGT

CAATGACATCTAAATAAAGTAGACICAGCAT TBCATTCATAA - AAAAAAAAAAAATT - = - - - - oottt oot oL oL oo
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.bed _uf.bed g 1.bed fm_1.bed 0 O bcIn.fa_aln.fa cl.fa_gs.fa ce.f: After TEtrimmer 1457 bp

size: 1457bp; fragments: 2279; full length: 0 (>=1311.3bp)
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fasta.b.bed uf.bed g 1.bed fm 1.bed O O bcin.fa_aln.fa _cl.fa_gs.f After TEtrimmer Extended plOt Blue lines are boundaries
size: 1894bp; fragments: 1951; full length: 0 (>=1704.6bp)
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divergence to consensus (%)

TE: rnd_1 family 63

size: 296bp; fragments: 850; full length: 404 (>=266.4bp)
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