Start crop Point End crop Point

MSA length = 1964 1

-------- ACER T T TGTAACAGTCAAATTTCCTCGCAACGACCTC----------TTAAGTAAACTTTGTGTTTTATTGAACTTCGAATAGIJAAGGGCGTGGCAAGTTTAAAAAC A
GIRAGHET T TGTAACAGTCAAATTTCCTCGCAACGACCTC-----=--- - - TTAAGTAAACTTTGTGTTTTATTGAACTTCGAATAGAAAGGGCGTGGCAA - - - - = = - - - - T A
GECEERT T TGTAACAGTCAAATTTCCTCGCAACGACCTC-----=--- - - TTAAGTAAACTTTGTGTTTTAATGAACTTCGAATIAGAAAGGGCGTGGCAA - - - TAAANA T A
ACARE T T A----TGTAACAGTCAAATTTCCTCGCAACGACCTC - = = = = = = = = = = = m m @ m o m e o e e o o e o e e e e e o e o e e e e e oo TTTAGH--------------- A
ARAGT T T TGTAACAGTCAAATTTCCTCGCAACGACCTC - = = = = = = = = = o mm e e o e e o e e o e e e e e e o e e e e e e e e e - Asmmmm e e e e e A
ARCTTT T TGTAACAGTCAAATTTCCTCGCAACGACCTC-----=--- - - TTAAGTAAACTTTGTGTTTTATTGAACTTCGAATIAGAAAGGGCGTGGCAAA - TTAGAAA - G
GIRAGE T T TGTAACAGTCAAATTTCCTCGCAACGACCTIR- - - - ---- TTAAGTAAACTTTGTGTTTTATTGAACTTCGAATAGAAAGGGCGTGGCAA - - - - - - - AAC A
AGAGETTTAAGARG- - - - - - --- - - - T TGTAACAGTCAAATTTCCTCGCAACGACCTC-----=-- - - TTAAGTAAACTETGTGTTTTAATGAACTTCAAATIIAGAAAGGGCGTGGCAATIITGAARAC A
ARARTT - - - - - TGTAACAGTIAAATTTCITCGCIACGACCTC ---------- TTAAGTAAACT-TGTGTTTTATTGAACTTCAAATIAGAAAGGGCGTGGCAA - = = = = = = = m o mmmm e e o
ABA TGTAACAGTCAAATTTCCTCGCAACGACCTC-----=--- - - TTAAGTAAACTTTGTGTTTTATTGAACTTCGAATIMAGAAAGGGCGTGGCAAATTTAAAAAC
A TGTAACAGTCAAATTTCCTCGCAACGACCTC-----=--- - - TTAAGTAAACTTTGTGTTTTATTGAACTTCAAATIAGAAAGGGCGTGGCAA - - - - - - - AAC
A TGTAACAGTCAAATTTCCTCGCAACGACCTC-----=--- - - TTAAGTAAACT-TGTGTTTTATTGAACTTCAAATIAGAAAGGGCGTGGCA - = = = = = = = = mmmm o e e o e e e oo o
G TGTAACAGTCAAATTTCCTCGCAACGACCTC-----=--- - - TTAATAAACTTTGTGTTTTAATGAACTTCGAATAGAAAGGGCGTGGCAA - - - TGAA - = = = = = == == == = - -
G TGTAACAGTCAAATTTCCTCGCAACGACCTC-----=--- - - -AITAA- -------------------------------------- AAGTTAAIAAC-






).bed _uf.bed g 2.bed fm_1.bed 0 O bcIn.fa_aln.fa cl.fa_gs.fa ce.i After TEtrimmer 1964 bp

size: 1964bp; fragments: 3039; full length: 19 (>=1767.6bp)
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fasta.b.bed uf.bed g 2.bed fm_1.bed O O bcin.fa_aln.fa_cl.fa_gs. After TEtrimmer Extended plOt Blue lines are boundaries

size: 2264bp; fragments: 3083; full length: 0 (>=2037.6bp)
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TE: d 1 family 625 Before TEtrimmer 1164 bp

size: 1164bp; fragments: 1742; full length: 470 (>=1047.6bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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