Start crop Point End crop Point

1 MSA length = 581
CCCCTA- - - mmmmmmmmmme e e o - GAT - - AAAAAATBAGATTTGGTATGTIBCTATATACATAAA - - - - - - - - - - GAcaaT
CCTCTATAACTTTTTTA-TTTTTTCTGAT - AAAAAAACGAGATTTIIGTATGTTAGCATATGACATAAA - = = = == == === == - -
CCCCTATAACTTTTTTATTTTTTTITGATIAAAAAAACGAGATTT!ITA-TAGCATA— —AIATIEA ---------- Bom---- - -
ClTCTATAACTTTTTTA-TTTTTTCTGATAAAAAAAACGAGATTTGGTATGTTAGTATARJGACATARA- - - - ------ TGCGATGAGAATATTTTGTTCTATA
CITCTATAACTTTTTTA—TTTTTTCTGATAAAAAAAAC AGARTTGGTATGTAGCATATGACATAAA - - - - - - c s sttt ot oo
CCTCTATAACTTTTTTAT --- - - - 76- - —AIAAAAAA‘AGATTTGGTATGTIAGCATATGACATAAA ---------------------------------------------------------------------
CCICTAIAICTTTTTTA—TTTTTTCTGAT—AAAAAIA——AIATTTGGTATGTTAGTATATGACATAAA ------------------------------------------------------------
CCTCTABAACTTTTTTATTTTTTTCTGATAAAAAAAACGAGAT TTGGTATT TAGTATATGACATBAA - - - - - - - - - oo oottt i
CCCCTATAACTTTTTTATTTTTTTCTGAT - AAAAAAACGAGEBTTTGGTATGTTAGCATATGACATAAA - - = - == - - - - TGCAATGAG-ATATTTTGTTCTA
CICCTATAACTTTTTTA—TTTTTTCIGAT—AAAAAIA.AI!TTTGGTATGTTAGTATATGACATAAA ---------- TGCGATGAGAATATTTTGTTCTAT == = = s m s e m e m e e o e me e mema oo -
CCCCTATAACTTTTTTA-TTTTTTCTGAT - AfJAAAAACGAGATTT|GTITGTTAGTAATGACATAAA - - - - - - - - - - TGCGATGAGAATATTTTGTTCTA- == -c-wccomaococo-o--------B - BT T C - - - - - - - - - - - - - - - -

TAATATACCGGGTGTTTCTCAAGAGTGGTT
TAATATAICIGGTGTTTCTCAAGAGTGGTTC
TAATATACCGGGTGTTJCTCAAGAGTGGTTC
TAATATACCGGGTGTTTCTCAAGAGTGGTT
TAATATACCGGGTTTTCTHAAGAGTGGTT
TAATATACC.GT!ITTCTCAA ----- GTT
PAATATACCGGGTGTTTCTCAAGAGTGGTTC
TAATATACCGGGTGTTICTIAAGAGTGGITC
TAATETACClGGTGTTTCTCAAGAGTGGTTC
TAATATACC!IGT.TTCTCAAGAGTGGTTC
TAATATACCGGGTGTTTCTCAAGAGTGGTT

TAATATACCGGGTGTTTCTCAAGAGTGGTTCHECCC TAIA TTTTTTA—TTTTTICTGAT—AAAAA——CGAGATTTGGTATGTTAITATATGACATAAA ---------- TIRA A T-ATATITTGTTCTATAAAAAT.AGTTATTTAGITIAAAIA
TAATATAC.GGTGTTTITCAAGAGTIGTT cccCBTATAA TTTTTATTTTTTTCTGAT—AAAAAAACIAIATTTGGTATGT AGCATATGACATAAA - - - = = = = = = - TERARTGAG- - - - - - - TGTTCTATAAAIATCAAGTTATTTAGGTGAAACA
TAATATACCGGGTGTTTCTCAAGAGTGGTTCBMCCCCTATAACTTTTTT TTTTTTT-AAAAAAACGAGATTTGGTITG TAITATATGAIATAAA ---------- T----TGAG-=- - - - - TITTCTATAAAAATCAAGTIATTT.GTGA-A

TAATATACCGGGTGTTICICAAGAGTGGTTC
TAATAIACCGGGTGTTTCTCAA AGTGITTC
TAATATACCGGGTGTTTCTCAA AITGGTTC

CCClTATAACTTTTTTTTTTTTCTGAT - - AAAAAACGAJATTTGGTATGTTAGTATATGACATAAA - - - - - - - - - - T----TGAG---=-- - - TGTTCTATAAAAATCA[TTATTTAGGTGAAACA
CCTCTATAACTTTTTTA-TTTTTTCTGATAAAAAAAACGAGATTTGGTATIT TAGTATATGACATARA - - - -« s e e e e - TTTET - GTGTGT AGTTAAGTAAT 1 ETTARAACTAT - - - - - - - - -
CCCTATAAC-TTTTTA-TTTTTTCTGAT - - AAAAAAMIGAGAT TTGGTATGT TAGCATATGACATAAA - = = = = = & @ m ot ot @t &t &t &t & ot &t &t ot & f e et mf e dm e m i e o e mameame o

TAATATACCGGGTGTTTCTCAAGAGTGGTT - CRARAAC-TTTTTA-TTTTTTCTGAR- - AAJJAAARGAGATTTGGTATGTTAGTATATACHTAA- - - - - - - - - - TGCGATGAGAATATTTTGTTCTATA - = = = s mm e e e e e e e e e o -
TAATATACCGGGTGTTTETCAAGAGTGGTTCECCCCTATAACTTTTTTA-TTTTTTRTEETAMAAAAAARGATAT TTGGTATGT TAGHATATGACATAAA - < -« -« o c e e - - GIRTET - AA AT TG GTGAAR A~ TGEH- - - - --------
TAATBTACCGGGTGTTTCTCAAGAGTGGTTCCCTCTATAACTTTTTTAT -« -« - ---- AAA- - - - BBAGATTTGGTATGT TEBTATATEACATEBAA- - - - - - - - - - TGCGATGAGAATATTTTGTTCTATAR - -« -« - - - s o c o mmem oo

IAITATACCGGGTGTTTCTCAAGAGTGGTTC
TAATATACCGGITGTTTITCAAGAGTGGTT

TAATATACCGGGTGTJTCTCAAGAGTGGTTC
TAATATACCGGGTGTTTCTCAAGAGTGGTTC
TAATATACCGGGTGTTTITCAAIAGTGGTTC

CCCCTATEICTTTTT.ATTTIT T---AAAAAAAA AGATTTGGTATITT GTATATGACATAAA - - - - - == == oo oo = - TIAGIAT-TITICT— - - —AAATCAAGTTATTTAGGIGAAACA
CCCCTATMACTTTTTTATTTTTTTRT - AAAAAABCEATAT T TGGTATGTIRAGCATATIIACATAAA - - - - - - oo oo ooiliooo-.-o--
CCCCTATAACTTTTT.— TTTTT- - —H—AIAAAAACGAGATTTGGTATGTTAITATATGACATAAA ---------- T.GITGAGAATATTTTGTTCTA -----------------------------------------------------------

CCCTATA.TTTTTTA— TTTTTTCTGAT - —AAAAAACIAGATTTGGTITITTAGTAIATGAIATAAA ---------- TGCGATGAGAATATTTTGTTCTA - - - = - mmmmm e e e e e e e e e o
CCCCTATAACTTTTTTA-TTTTTTCTGAT - AAAAAAACGAGATTTGGTATGTTAGTATATGACATAAA - - - - = - - - - - TGCGATGAGAATATTTTfTTCTATRA

TAABATACCGGGTGTTTCTIAAGAGTGGTTCECCTCTATAACT TTTTBA - - - - - - - - o m e m e o TGCGATGAGAATATTTTGTTCTA
TAATATACCGGGTGTTTCTCAAGAJTGGTTC-CCCCTATAACTTTTTTA-TTTTTTCTGAT - AAAAAAACIAlATTTIGTATGTTAGTATABGACATAAA- - - - - - - - - - T-CGAT[JAGAATATTTTGTTCTA
TAATATACEGGGTGTTTCTCAAGAGTGGTTCBCCCCTATAA -« -BTTTA- =« --amm e G A TGT TAGCATATGACATAAA - = = = = 5 & m m ot @t @t @ & &t &t @t & & &t @t & e e e e e e e e e e e e e e e e e e e e e e e e e e ee i ae e aaa e

TAATATACCGGGEGTTTCTCAAGAGTGGT TIMCCCCTATAACTTTTTETTTTTTTCTGAT - AAAAAAACGAGAT TTGGTATGTTAGTATATGACATAAA - - - - - - - c o x o m ot ottt oo
TAATATACHGGGTGTTTTIAAGAGTGGTT CCCCTAIAACTTTTTTA—TTTTTTCTGAT—AAAAAAAiIAGATTTGGTATGTTAGCATATGACATAAA ---------- T----TGAG---=-- - -

TAATAJACCGGGTTTCTCAAGAGTGGTTCHCCTCTATAAC - - - - - - - TTTTTTCTGATAAAAAAAATBAGABT TGGTATGT TAGTATATGACATAAA - - < - - c s - st ot ot oot f ol Lo oo

TAATATACCGG TGTTTCTCAAIAGTGGTTC CCCCTATAACTTTTTTATTTTTTTITIAT—AAAAAAACGAGATTTGGTATGTTAGTATATGACATAAA ---------- IG—AAT-AATAT-TTC.— - —AAATCAAGTIATTTAIGTGAAACA

TAATATACCHGGGTTTClAAGARTGGTTRllcCCCTAT - -ClTTTTATTTTTTCTGAT - - AAAAAA -[AGATTTGGTATTTAGTATATGACATAAA- - - - - - - - - - T----TGAG------ - TGTTCTATA-AAATCAAGTTATTTAGGTGAAACA

TAATATAICGGGTGTTTCTCAAIAGT -------- Toommo - - TTTITT— —TTTTIT.— -~ - - AAAAAAACIHIAGAT TTGGTATGTTAGTATATGACATAAA - = = = = = = = = o o & m o @ o oo o o o o m f o m f e o m e m m o f e f e e e m e m e e m e e e m e e e e e e e e e e e e e o e oo
TAATATACCGGTGT|TfTcAAGAGTG T TJICCCCTATAACTTTTTTA-TTTTTTCTGATAAA- - - - CGAGATTTGGTATGTTAGTATATGACATAAA - - - - - - - - - - TGCGATGAGAATATTTTGTTCTARA - - -« - v e

TAATAIACCGGGTGTTTCTCAAGAGTGGTTC CCTCTATAAITTTTT——ATTTTTTCTGATAAAAAAA——GAGATTTGGTATGTTIGTATIT ACATAAI ---------- IGCGATGAGAATATTTTG --------------------------------
TAATATACCGG-GTTTCTCAAGAGTGGTTCECCCCT/TAACTTTTTTATTTTTTT/TGAT - AAAAAAACGAGATIJTGGTATGTTAGTATATGECATAAA- - - - - - - - - - TGCGATGAGAATATTTTTTCTATAR

TAATATACCGGGTGTTTCICAAGAGTGGTTC CCTCTATAACTTTTTTA- - - - mm o - = - AAAIA- ----- TTGGTATIT TAGTATATGACATAAA - - - - - - - - - - I—CGAIGAGAATATTTTGTTCTA -------------------------------------------------

TAATAIACCGGGTGTTTCTCAAGAGTGGTTC CCTITAIA— -TTTTTA- —TTTTTCTGAT—AAAAAAACGAGATTTIGTIT TTAGTATATGACATAAA - - = = = = = = - - TGCGATGAGAATATTTTGTTCTAT. ------------------------
TAATATACEGGGTGTTTCTCAAGAGTGGETCECHTCTATABCTTTTTTA- - - TTTTTGAT - AAAAAACGAGATTTGGTATET TAGTATATGACATARE - - - - - - - - - - - c o s s m o m oo
TAATATACCGGITGTTTCTCAAGAGTGGTTC CCCCTATAACTTTTTTA—TTTTTTCTGAT—AAAAAAICGAGATTTGGTATGTTAGCATATGACATA A - o e e e e e e e e e e e e e e e e e e e e e e e iiioa oo

TAATATACCGGGTGTT.TIAAGAGTGGTTC CCCCTATAICTTITTTATTTTTTTITGAT—AAAAAAACGAGATTTGGTATGTTAGCITATIACATAAA ------------------------------------------------------------ C
TAATITACIGGGTGTTTCTCAAGAGTGGTT————TITATAACTTTTTTATTTTTTTCT———IAIAAAAACIAGATTTGGTAT TTAGTATATGACATAAA - - - - - - - - - - g TT TGTTCTATAAAAATCAAGTIATTTIGGTGAAACA T
TAATATACCGGGTGTTTITCAAGAGTGGTTC.CTCTATAACTTTTTTA—ITTTTT.GATAAAAAIAACGAGATTTGGTAT TTAGTATATIACATAAA ---------- TGCGATGAIAATATT L CC ol NS C
TAATATACCEBGGTGTTTCTCAAGAGT == - - - - - - - ATAACTTTTTTA-TTTTTTCTGAT - - AAAAAACGAGATTTGGTATTTAGTATATRACATAAR- - ----- - - - TGCGATGAGAATATTTTGTTCTA - = = = = = mmmmm e e e e e e e e e e e T
IA.ATAIC——ITGTTTCTCAAGAGT --------------- ITTIT ---------- I————AIAAAAA AGATTTGGTATGTTAG-ATATGACATAAA- - - - - - - - - - TGCIAT -------------------------------------------- A C
TAATATACCGGGTGTTTCTIAAGAGTGGTTC CCT TATAAC—TTTTTA—TTITTTCTGAIAAAAAAAA AGATTTGGTATGTTAGTATATGACAIAAA ---------- T————TIAG ------- TGTTCTATAAAAATIAIGTTATITAGGTGAAACA A T
BAATATACCGGGTGTTTCTCAAGAGTGGTTCE/CCCCTATAAC- - - - - - - TTTTTTTRTGAT - ABAAAAACGAGATTTGGTABGT TAGCATATGACATAAA - - = - - < - c s sttt e oo oo A T
TAATATACCGGGTGTTTCTCAAGAGTGGTTCIMCIECCTATAACTTTTTTATTTTTT@CTRAT - AAAAAAACGAGATTTGGTATGTTAGTATATGACARAAA - - - - - - oo e T
TAABATACCGGGTGTTTCTAAGAGTGGTTCGCCCCTATAACTTTTTTA- TIETTTCTGATAAAAAAAACGAGATTTGGTATGTTAGCATATGBCATAAA S - - - -« oottt oo A C
TAATATACCGGMGTTTCTCAAGAGTGGTTCHCCTCTATAACTTTTTIA-TTTTTTCTGAT - AAAAAAACIHIAGA - - TGRTATGTTAGTATATIIACATAAA - - - - - - - - - - T-CGATGAAATATTTTGTICTA- - - - - - oo e A
TAATATACCGGIGTTTCTCAAGAGTGGTTC CCTCTATAACTTTTTIA—TTTTTTCTGAT—AAAAAAACIAGA——TGITATGTTAGTATAT ACATAAA - - = = = = = = - - T—CGATGAIAATATTTTGTICTA --------------------------- A
IAI;TACCGGGTGTTTCTCAAGAGTGGTTC CCCCTATAACTITTTTATTTTTTTCTGAT—AAAAAAACGAGATTTGGTATITTAGTATATGACATAAA ---------- T.AITGAG ------- TGTTCTATAAAAATCAAGTIATTTAGGTGAIAIA A
TAABTACCGGGTGTTTCTCAAGAGTGGTTCCCTCTATAACT T TTTTA - - - - m s e mmmmm e e e e e o - CGAGATTTG---=- - - - GTATATGEBCATAAA - - - - - o e e e e e e e e e e e e e e e e e e e e e e e
TAATATACCGGGTGTTTCTIAAIAGTGGTTC !IATAAI ------------------------------------------------------------

TAATATACIGGGTGTTTCTCAAGAITGIT
TAATATACCGGGTGTTTCTCAAGAGTGGTTC
TAATATACCGGITGITTCTCAAGAGTGGTTC
TAATATACCGGGTGTTTCTCAAGAG- -GTTC
TAATATACCGGGTTTTCTCAAGAGTGGTTC
TAATATACCGGGTGTTTCTCABGAGTGGTTC
TAATATACC.GTGTTTCTCAAGAGT-TC
TAATATACCGGGTGTTTCTCAAGAGTGGTTC
TAATATACCGGGTGTTTCTCAAGAGTGGHTC
TAATATACCGGGTlTTT TCAAGAGTGI!TC
TAATATACIGIGT - - T‘TIAAGAITGGTTC
TAATATACCGGGTTTTCTCAAGAGTGGTTC
TAATATACCGGGTGTTTCTCAAGAJBGGTT
TAATATACCGGGTGTTTCTCAAGAGTGGTT
TAATATACCIGGTGTITCTCAA.GT GTTC
TAATATACCGGGTGTTTCTCAAGAGT TC

CCCTATAACTTTTTATTTTTTTCT- AAAAAAACGAGATTTGGTATGITAGCATATG
CTCTATAA-TTTTETA-TTTTTTCTGAT - AA AAAACGAGATTT.TAT‘TAICATATGACATAAA ------------------------------------------------------------------
CCCCATAACTTTTTATTTTTTIRET - - - —AI!AAAAIGAGITTTGGTATGTTAGTATATGACATAAA ------------------------------------------------------------
CCCTATAACTTTTTTA-TTTTETCTIRAT - - AAAAAACGAGATTTGGTATGT TEGCATARBMACATAAA - - - - - - o
CCCCTATAACTTTTTTATTTTTTECETARN- AAABAAACGAGAT TTGGTATGT TAGTATATGACATAAA - = < - - o x s - ot ottt oo
CCTCTATAACTTTTTTA-TTTTTTCTGAT - AAAAAAACIAGAT TTGGTITGTIAGCATATGACATAAA - - - -« s st ot f oL oo oo
CCCCTATAACTTTTRTATTTTTT - - TGAT - AAAAABATGAGAT TTGGTATGT TAGTATATGICATAAA - - - - - s s oot ot oo oo
CCCCTATAACTTTTTTATTTTTTTIGET - AAAAAA GETTTGGTATGTTAGTATAGACATAAA - - - - - - & oottt e e
CTCTATAACITTTTTIATTTTIECTGAT—AAAAAAACGAGATTTGiIATGTIAGCITATGACATAAA ------------------------------------------------------------
CRCCTATAACTTTTTTA-TTTTTRCTGAT - AAAAAAACGABAT T TGO TATGT TAGCATATGACATAAA - = - - - - - s - s s ot f oLt f L.
CCCCTATARMTTTTTTA-r7TTTCTAT - AAAABAACGAGATTTGGTATGTTARITATATCIBATAAA - - - - - - - - - - TGCGATGAGAATATT TTGT TCT AR - - - - - - o - o o e e e oo
CCCTATAACTTTTTTA-TTTTTTCTGAT - AAAAAAACGAGATTGGTATGTTAGTATATGACATAAA - - = - - - oo o s s oot oot L. oo
CCCCTATAAC—TTTTTAATTTTTTCTGAT—AAAAAAAIiAGATTTGGTATGTTAGCAIATGAIATIAI ---------- T----TRAR------- TGTTCTATAAAAAJCAAGTTATTTARGTGAAACA
CCCCTATAACTTTTTTA-BTTTTTCTGARN-AAAAAAARBAGAT TTGGTATGT TAGTATATGA=ATAAA - =« -« o c s e oo oo - -TGETEGTTAACTAAA- ----------
CCCTATAAC---TTTA-TTTTTTCTGAT - - AAAAAACGAAT T TGGTITGT TEGTARATGBCATAAA - - - - - - e e e
CCClTATAACTTTTTTATTTTTTTRTIAR- AAABAAACHARATTTGGTATGTTAGTATATGACATAAA - - - - - - - - - TGCAATGAGAATIRTR- - - - - - - e e
CCCCTATAACTTT--- - - TTTTTTCTGAR- AAAAAAACGARATTTGGTTGTTAGTATATJACATAAA - - - - - - - - - - TGCGATGAGAATATTTTGTECTA- -« -« ----cocoa-aoo---- .- -TTTCA-GEAAATATAATGAC AT TTTATTCCABE - ---- - - - -

> > > >» > > > >

> > > > > >

TAATATACCGGGTGTTTCICAAGAGTG TTC TCTATAAITTTTTTATTTTTTTCTIAT—AAAAAAACGA ATTTGGTATGTTAGTATATGAIATAAI ---------- TGCGATIAGIATATTTTGTTCTA ----------------------------------------
TAATATACCGGGTGTTTCTCAAGAGTGGTTCGCCCMTATAART TTTTTET TTTTTTCTGATAAAAAAAAIGAGAT TTGGTATGT TAGCAT - = - = - -« o x s oottt oo
TAATATACCGGGTGTTJCTCAAGAGTGGTTCECCCCJATAAC- TTTTJATTTTTTTCTGAT - AAAAAAACGAGATTTGGTATGTTAGHATATGACATAAA- - - - - - - - - - BcTBATGAG------- TGTTCTATAAAAATCAABBTABT TAGGTGAAACAGGATT - CAATAEAAATCAA - - - - - - - -
TAATATACCGGGTGTTTCTCAAGAGTGGTTCEBCCCCTAT-AMMTTTTTRATTTTTTCTGAT - - AAAAAACGAGATTTIIGTATIIT TAGTATATGACATAAA - - - - - - - - - - T----TGAG------ - TGTTCTATAAAAATCAAGTTATTTAGGTGAAACA
TAATATACCGGGTGTTTCTCAAGAGTGGTTCBCCCCTAT-AMMTTTTTIATTTTTTCTGAT - - AAAAAACGAGATTT GTATITTAGTATATGACATAAA ---------- T----TGAG------ - TGTTCTATAAAAATCAAGTTATTTAGGTGAAACA
TAATATACCGGGTGTTTCTCAAGAGTGGTTCGCCTCRATAACTTTTTTA-TTTTTTHT - - - - AMAAAAACGAGAT T TCIRBA TG TIAGCATATGACATAAA - - - - - - o - ot ot .oo_o.o.___._...._...

TAATITACIGIGTGTTTCTCAAGAGTGGTTC
TAATATACCGGGTGTTTCTCIAGAITGGTTC
TAATATACCIGGTGTTTCTCAAIAGTGGTTC
TAATATACCGGGTGTTTCTJAAGAGTGGTTC
TAATATACCGGGTGTTTCTCAAGAGTGGTTC
TAATATACIIGGGTGTTTCTCAAGAGTGGTTC
TAATATACCGGGTGTTTICAAGAGTGGTT

CC----TAABBTTTTTA-TTTTTTCTIAT - - AAAAAACGAGATTTGGTATGT TARBIT - TGACATAAA - - - - - s mmme e e e TMGRIB - - - - - - - - - oo e
CCCTATAACTTTTTTA--TTTTTCTGAT - AAAAAAACGAGITTTGGTTGTTAGTATATGAlATAAA - - - - - - - - - - - BTAATBACBETA------------- AAATCAAGTTATTTAGGTGAAACA
CCCCTATAAlTTTTTTATTTTTTTTGAT - AAAA-AACGAGATTTG- - - - - TTAGTATATGACATAAA -« = - = = = & oo oo e o o o o o o e e e e e e e e e meoooooo-
CCTITATAACTTTTITA—ITTTTTCTGAT—AAAAAAACGAGITTTGGTAIGTTAGTATATGACATAAA ------------------------------------------------------------------
CCCCTATAACTTTTTA- - TTTTTCTGAT - AAAAAAACGAGETTTGGTATGETAGCATATGACATAAA - - - - - - - - - - - ---TGAG-=------ TGTTCTATAAAAATCAAGIJTATTTAGGTGAAACA

CCTC ATAACTTTTTTA—ITTTTTCTIAT—AAAAAAA—GAGATTTGGTATGITAGTATITGACATAAI ---------- I -------------------------------------------------

CCCRTABAACTTTTTE- TTTTTTCTGATAAAAAAAACGAGAT TTIRGTATGT T -GCATATGATBTAAA - - - - < - - s - ottt e Lo .o oo

4 4 4 400 <4 <440 < -

TAARET CATRGA T TEGETATCE- - --- - - - Tememm-- TTTTTTE@- ----------- AA GAJIATTTGGTATGTTAGTATATGACATAAM- - - ------- TGCGATIAG - - - - - o o e e a i
TAAIT.GIT I -------- Tomemm-- TTTTTTE@®- ----------- IAA.GAIATTTGGTATGTTAGTATATGACATAAI ---------- TGCGATIAG -----------------------------------------------
TAATATACCGGGTETTTETCAAGAGTGGTTMICCCCTATAACTTTTTTA-TTTTTTCTGATAAAAAAAACGAGATTTGGTATGTTAGTATATGACATAAA - - - = = = = - = - T----TGAG---~--- - TGTTCTATAAAAATCAAGTJATTT|eGTGAAAC
TAATATACCGRGTGTTTCTCAAGAGTGGT TIRMCCCCTATAACTTTTTTATTTTTTCTGATAAAAAAAACGAGATTTGGTATGTTAGTITATGACATAA - - - - - - - c oo et m Lo
TAATATACCGEGTGTTTCTCAAGAGTGGTTClICCCCTATAACTTTTTTA-TTTTTTCTGAT - AAAAAAACGAGATTTGGTATGTTBIICATATGACAAAA - - - - - - - - - - TGCGATGAAATAT T TTGTTCTATAA - - =« o s e e e e e e e e e e -
TAATATACCGEGTGTTTCTCAAGAGTGGTTC CCCCTATAACTTTTTTA—TTTTTTCTGAT—AAAAAAACGAGATTTGGTATGTTICATATGACA AAA- = = = === == TGCGATGAIAATATTTTGTTCTATAA ------------------------

CCTCTATAACTTTTTTATTTTTTTCTGAT - AAAAAAACGAGATTTGGTATG - TAGCATATGACATAAA - = = = = = & s m ot m ot m e &t f ot &t f e f e et f ot it e f e mf e i e i e e e e e

TAATATACCGGTGTTTCTCAAGAGTGfTTC
CCCCTATAACTTTTTTATTTETTTRTGAT - AAAAAAATGABAT T TG TATGT TAGCATATGACATAAA - - - = - - - s -t m e m oo

TAATATACCGGGTGTTTCTCAAGAGTGGT

> > > » > > > > > > > > > >
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d uf.bed g 1.bed fm_1.bed 0 O bcIn.fa_aln.fa cl.fa_gs.fa ce.fa s After TEtrimmer 581 bp

size: 581bp; fragments: 83073; full length: 0 (>=522.9bp)
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y 520.fasta.b.bed utbed g Lbed fm Lbed 0 0 belnfa ainfa cl After TEtrimmer Extended plot Blue lines are boundaries

size: 951bp; fragments: 78012; full length: 0 (>=855.9bp)
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TE: nd_1_family_520 Before TEtrimmer 504 bp

size: 504bp; fragments: 62961, full length: 467 (>=453.6bp)
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After TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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