Start crop Point End crop Point

MSA length = 10589 1

TTTABACTATTGAATH- AC ATTCGRTIRAARM -BTCBBG TG - - - - - - - - - - - - - oo oo e TCTAAGAAATCAGTAATACACHcTcGTATAGABGACCGANGGCIlCCTTCCCATGGCCATTTTTTCGTTTCTTCGATTGCCATAGGAACTCGTACAAATCG
ITTTAIACTATTGAATI—AC.ATTCGITIAAI—ITCIGTGI ---------------------------------------------------------------- TCTAAGAAATCAGTAATACACIGTCGTATAGAIGACCGAIGGC CCTTCCCATGGCCATTTTTTCGTTTCTTCGATTGCCATAGGAACTCGTACAAATCG
ATTTAAACTTTCGAATA-ACGGATATTCAGTGAATT - TTCAAGCGAAATCTTGAAAAAGAACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG === ===~ - - - TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = = = = = = & m m o o et it ot o e ottt e e it e e i e e e i e meae e maeee oo
ATTTAAACTTTCGAJJTA-ACGGATATTCAGTGAATT - TTCAAGCGAAATCTTGAAAAAGAACTTTTTTATTTATTAACTTTTTGCACTTTTTCCACCTG---------- TCTAAGAAATCAGTABECEClcTcGTATAGARJACCGATGGCRCCTTCCCATGGCCATTTTTTCGTTTCTTCJATTGCCATAGGAACTCGTACAAATCG
-------------------------------------------------------------------------------------------------------------- TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCIICCTTCCCATGGCCATTTTTTCGTTTCTTCGATTGCCATAGGAACTCGTACAAATCG
ATTRAAARTAT TBARTAABTCHEATATTCOGTAAT T T T TIBIBG TGABAT T - - - - - - - - - - - s - e -t - e e e L Lol
ATTTAAACTTTCGAJTA-ACGGATATTCAGTGAATT - TTCAAGCGAAATCTTGAAAAAGAACTTTTTTATTTATTAACTTTTTGCACTTTTTCCACCTG---------- TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCIICCTTCCCATGGCCATTTTTTCGTTTCTTCGATTGCCATAGGAACTCGTACAAATCG
BT TABACTATTGAATE - ACHTGBATTCOl THAABE - BT CBIGTOE- - - - - - - - - - - - s e e e TCTAAGAAATCAGTAATACACIGTCGTATAGARBGACCGAJGGCRCCTTCCCATGGCCATTTTTTCGTTTCTTCGATTGCCATAGGAACTCGTACAAATCG
--------------------------- CAGTGAATT-TTCAAGCGAAATCTTGAAAAAGAACTTTTTTATTTATTAACTTTTTGCACTTTTTCCACCTGG----------TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCCCTTCCCATGGCCATTTTTTCGTTTCTTCGATTGCCATAGGAACTCGTACAAATCG
ATTTAAACTTTCGAJTA-ACGGATATTCAGTGAATT - TTCAAGCGAAATCTTGAAAAAGAACTTTTTTATTTATTAACTTTTTGCACTTTTTCCACCTG---------- TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCCCTTCCCATGGCCATTTTTTCGTTTCTTCGATTGCCATAGGAACTCGTACAAATCG
ATTIAAARTATTIAR T AABRGIA TATTCGGTIAAT T T T TIREING TGABI A T T - - - - - - o o o o o i L L o b it b ittt e ot o b it ot et ettt et et et et et et o ettt e e ottt ot ettt e f et e et e e e e e e e e e e e e eieeaaoao-
ATTIAAAITATT N Y € NN RECclch Y R R - (CRECT - I e
BT TABACTATTGAATH-AC ATTCOM THAABE - BT CBRGTOB- - - - - - - - - - - - - oo s oo TCTAAGAAATCAGTAATACACIGTCGTATAGARGACCGAGGCJcCTTCCCATGGCCATTTTTTCGTTTCTTCGATTGCCATAGGAACTCGTACAAATCG
ATTRAAARTAT TBARTAABTCHEATATTCOGTIAAT T TTTIGBG TGABATT - - - - - - - - -« - s -t - e oo b oo L Lol
ATTTAAABTTTCGAATA-ACGGATATTCGGTAATT - TTCAAGCGAAICTTGAAAAARBACTT T TTATTTATTAACTTTTTGCACTTTTTCCACCTGG - - - - - - - - - - TCTAAGAAATCAGTABBCECcTcoTATAGARJACCGATGGCcCTTCCCATGGCCATTTTTTCGTTTCTTCJATTGCCATAGGAACTCGTACAAATCG
ATTTAAACTTTCGAATA-ACGGATATTCAGTGAATTT-----=--- ABTCTTGAAAAAGAR T TTTTTATTTATTAACT T TTTGCACT TTTTCCACCTGG - = = = = = = = = = = & s = s = s s f ot oL f oL L Lo oo oo ......._.__._.-...
ATTTAAACTTTCGAATA-ACGGATATTCAGTGAATT - TTCAAGCGAAATCTTGAAAAAGAACTTTTTTAATTATTAACT T TTTGCACT T T TTCCACCTGG = = = = = = = = = = % @ & & m @ e o e m o e f e o f f e o o e m e o m f e m ot e m e o m f e oot e f ot et ettt et f o e e e e et oo o e oo eiemeaoeoaaoeaam
ATTTAAARTATTIAR T A AR GIA TATTCGGTIAAT T T T T ARG TG A A AT T - - - - ot o oo o o L o L i o f ot b et b et et e ot oo ettt et e o o e et e o et et et ottt et et et et ottt ettt o et e e e e e e et e e e ieeaaoao-
ATTTAAAITATTIAITAAIGIATATTCGGTIAATTTTTIAIGTGAAATT ----------------------------------------------------------------------------------------------------------------------------------------------------------------
ATTTAAARTAT TBARTAABTCHEA TAT TCOGTAAT T T T T A G TG AA AT T - - - - - o m oL ool
-------------------------------------------------------------------------------------------------------------- TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCIICCTTCCCATGGCCATTTTTTCGTTTCTTCGATTGCCATAGGAACTCGTACAAATCG
ACTTAAACGTCCGAATAAACGGATACCAAGTGCGT TTTGCAAGCGA - = = = = = = = & & m o o m e m e o e o e e oo e m o e o et mm e m e o e e oo e meaoemaaaa o TCTAAGAAATCAGTAATACACHGTcGTATAGABGACCGAGGCICCTTCCCATGGCCATTTTTTCGTTTCTTCGATTGCCATAGGAACTCGTACAAATCG
ACTTAAACGTCCGAATAAACGGATACCAAGTGCGT TTTGCAAGCGA - = = = = = = = & & m m o e m e o e o e f o e m e o e m e e e m e e e i e e eommeaoeoaaaa o TCTAAGAAATCAGTAATACACHGTCGTATAGA GACCGAIGGC CCTTCCCATGGCCATTTTTTCGTTTCTTCGATTGCCATAGGAACTCGTACAAATCG
ACTTAAACGTCCGAATAAACGGATACCAAGTGCGT TTTGCAAGCGA = = = = = = = = & & m o o e m e o e m e f o f e m o e f e o m o e m e i e e e o e oaoaoamaaoo TCTAAGAAATCAGTAATBCARMGTCGTATAGABGACCGATGGCICCTTCCCATGGCCATTTTTTCGTTTCTTCGATTGCCATAGGAACTCGTACAAATCG
ACTTAAACGTCCGAATAAACGGATACCAAGTGCGT TTTGCAAGCGA - = = = = = = = & & m o o e m et e f e e f e m e f e m e e oo e m oo i e meeoeoeaoooamaa oo TCTAAGAAATCAGTAATICA GTCGTATAGABGACCGATGGCICCTTCCCATGGCCATTTTTTCGTTTCTTCGATTGCCATAGGAACTCGTACAAATCG
ATTTAAACTTTCGAATI- ACGGATATTAGTGAATT-TTCAAG- - - - - TCTTGAAAAAGARM T TTTTTATTTATTAACT T T T TGCACT T TTTCCACCTGG - = = = = = = = = = = = @ o & e m e o m f e @ o e f e & et e m o f ot e f o e f e o mm e o f e m et m ot e m ot e m e o e f e f b o e m o i m e oo e maeoemaemaoamaa o
ATTTAAACTTTCGAATI—ACGGATATTIAGTGAATT—TTCAAG ----- TCTTGAAAAAGAITTTTTTATTTATTAACTTTTTGCACTTTTTCCACCTGG --------------------------------------------------------------------------------------------------------------
----------------------------------------------------------- AACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG- - -« ------TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCIC - - = - = - = s e e e e e e e e
ATTTAAACTTTCGAAT-ACGGATATTAGTGAATT-TTCAAG- - - - - TCTTGAAAAAGAR T TTTTTATTTATTAACT TTTTGCACT TTTTCCACCT GG = = = = = = =« =« =« =& s - oo oo oo oL L Lo oooooo_oooo..
-------------------------------------------------------------------------------------------------------------- TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCIICCTTCCCATGGCCATTTTTTCGTTTCTTCGATTGCCATAGGAACTCGTACAAATCG
ACTTAAACGTCCGAATAAACGGATACCAAGTGCGT TTTGCAAGCGA - = = = = = = = = & m & m e m e o e o e f o f e m e oo em e e m i e e o i e meeoemeaocmamaa oo TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCICCTTCCCATGGCCATTTTTTCGTTTCTTCGATTGCCATAGGAACTCGTACAAATCG
ACTTAAACGTCCGAATAAACGGATACCAAGTGCGTTTTGCAAGCGA = - = = = = = = & = & o s & o & o o e e m o m ot ettt e o m o et ottt ottt et ettt et et et et e e e e oo CAGRGCCETRTTT--clTTCCRRAATEBAGE  TRCTATT TClTABAAARTC
ATTTAAARTAT TBARTAABTCHEA TAT TCOGTAAT T T T T A G TG A A AT T - - - - - o oo ool
ACTTAAACGTCCGAATAAACGGATACCAAGTGCGT TTTGCAAGCGA - = = = = = = = & & s m o e m e o e o e f o f e m o e m e e oo e m e i e e e oeoeaoomamaa o TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCIICCTTCCCATGGCCATTTTTTCGTTTCTTCGATTGCCATAGGAACTCGTACAAATCG
ACTTAAACGTCCGAATAAACGGATACCAAGTGCGT TTTGCAAGCGA - = = = = = = = & & m @ m e m e o e o e f o f e m e o e m e o m o e e d i e meeommeaoaoamaa o TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCCCTTCCCATGGCCATTTTTTCGTTTCTTCGATTGCCATAGGAACTCGTACAAATCG
-------------------------------------------------------------------------------------------------------------- TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = = = = = = & = o oo o e oo i et ot et e e it e et e e e i e e acemaeee oo
-------------------------------------------------------------------------------------------------------------- TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = = = = = = = = & m oo e m o ottt ottt e i e e et e e e i e meeeemamaa oo
ATTTAAACTTTCGAATA-ACGGATATTCAGTGAATT - TTCAAGCGAAATCTTGAAAAAGAACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG === -~ - - TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - - - - - - & o oo e i i i i e e it et e e e i e i e e e eeme e o
-------------------------------------------------------------------------------------------------------------- TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = = = = = = & = m oo s et o ittt ottt e e et e et e e e i e e aeeaamea oo
----------------------------------------------------------- AACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG----------TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCRC - = = = = = = = = & o o o e m oottt e ettt o e e et e e e i e mimeemaeae o
ATTTAAACTTTCGAATA-ACGGATATTCAGTGAATT - TTCAAGCGAAATCTTGAAAAAGAACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG === ==~ - - TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = - - - - & o oo e i i i e it e e e e et e i i e e e ee e o
-------------------------------------------------------------------------------------------------------------- TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = = = = = = & = o m oo et ottt ot e e e oo it e et e e e i e me e eemaeea oo
----------------------------------------------------------- AACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG----------TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCRC - = = = = = = = = & o oo e m oottt et et e f e e e i e mee i e memeemameeae o
ATTTAAACTTTCGAATA-ACGGATATTCAGTGAATT - TTCAAGCGAAATCTTGAAAAAGAACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG === === - - - TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - - - - - - & o oo i o i i i i it e et e e e i e i i e e eaaee e o
----------------------------------------------------------- AACTTTTTTAATTATTAACT TTTTGCACT T TTTCCACCT GG = = = = = = = = = = = = @ & & e & m @ e m e o f f e @ f ot m e o et e o m f e o o e m e o f f e m ot e m e o e f ettt e m e f e m e o fm e e i oo e meeocmaoeoaeeao
ACTTAAACGTCCGAATAAACGGATACCAAGTGCGTTTTGCAAGCGA = = = = = = = = & = & o s & o & m ot o e oot ettt et e o et ottt o ettt ettt et et et et e e e e e e e oo CAGRGCCETRTTT--clTTCCRRAATEBAGE  TRCTATT TClTABAAARTC
ATTTAAACTTTCGAATA-ACGGATATTCAGTGAATT - TTCAAGCGAAATCTTGAAAAAGAACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG === ---- - - TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCIIC - - - - - - - o oo o e e -
ATTTAAACTTTCGAATA-ACGGATATTCAGTGAATT - TTCAAGCGAAATCTTGAAAAAGAACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG === === - - TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = = = = = = & = o m oo et ottt ot e e e oo it e et e e e i e me e eemaeea oo
ATTTAAACTTTCGAATA-ACGGATATTCAGTGAATT - TTCAAGCGAAATCTTGAAAAAGAACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG === -- == - - TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - - - - - - & o oo e i i i i e e it et e e e i e i e e e eeme e o
-------------------------------------------------------------------------------------------------------------- TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = = = = = = & = o oo m e f ottt ot e et e it e et e e e i e memc e maeea oo
-------------------------------------------------------------------------------------------------------------- TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = = = = = = = = & m o s e m oot f et et e o e e e oo e e e i e memeemaeaa oo
----------------------------------------------------------- AACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG----------TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCNC - = = = = = = = = & @ o o s m oot m et e o e e o it e et e e e o e miaeemamaaae o
----------------------------------------------------------- AACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG----------TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCRC - = = = = = = = = & o oo e m oot f et e o et e e e e e i e e e o e meaeemamea oo
----------------------------------------------------------- AACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG----------TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = = = = = = = = & o o m e m ot ot f et et e e et e e e i e i e o emiaeemamaaoe o
ATTTAAACTTTCGAATA-ACGGATATTCAGTGAATT - TTCAAGCGAAATCTTGAAAAAGAACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG === --=- - - TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = - - - - & o o i it o i i i e it e et e i e i e i e e e e ee e e
-------------------------------------------------------------------------------------------------------------- TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = = = = = = & = m oo m e oo m et ottt e e it e e i e e e i e me e e e maeea oo
----------------------------------------------------------- AACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG----------TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = = = = = = = = & o o o e m oot m et e e et e et e e i e e e o e mimeemamaa oo
ATTTAAACTTTCGAATA-ACGGATATTCAGTGAATT - TTCAAGCGAAATCTTGAAAAAGAACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG === -~ - - TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCIC - - - - - - & o o i ot o i i i e i e it e et e e e i e i i e e me e e e o
ATTTAAACTTTCGAATA-ACGGATATTCAGTGAATT - TTCAAGCGAAATCTTGAAAAAGAACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG === -~ - - TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCIC - = - - - - & o oo ot o e i e i e it e et e e e i e e e e i ea e e
ATTTAAACTTTCGAATA-ACGGATATTCAGTGAATT - TTCAAGCGAAATCTTGAAAAAGAACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG === --=- - - TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = = = = = = & m oo s e oottt et it e et e it e et e e e i e mem e maaea oo
ATTTAAACTTTCGAATA-ACGGATATTCAGTGAATT - TTCAAGCGAAATCTTGAAAAAGAACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG === --=- - - TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = - - - - & o o i it o i i i e it e et e i e i e i e e e e ee e e
-------------------------------------------------------------------------------------------------------------- TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = = = = = = & = m oo m e oo m et ottt e e it e e i e e e i e me e e e maeea oo
-------------------------------------------------------------------------------------------------------------- TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = = = = = = = = & m oo e f o m e m ettt e e e it e oo e e e i e mimeemamaa oo
----------------------------------------------------------- AACTTTTTTAATTATTAACT TTTTGCACT T T TTCCACCT GG = = = = = = = = = = = = @ & & e @ m @ e m e o f ot @ oot m e o e f e f o f ot e m o e m e o m f e m ot e m et et ettt e f e e m et i f i e m oo i e meeocmaoeoamaa o
----------------------------------------------------------- AACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG----------TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - - - - - - - o oo a e o
----------------------------------------------------------- AACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG----------TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCRC - = = = = = = = = & m o m s m oo et e e o et et e e et e e e o e mimeemameeae o
----------------------------------------------------------- AACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG----------TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = = = = = = = = & o o m e m oot f e o e e et et e e e i e e e oemeamemamaa oo
-------------------------------------------------------------------------------------------------------------- TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = = = = = = = = & m oo e m oot m et ettt e i e e et e e e i e miaeemaeae oo
ATTTAAACTTTCGAATA-ACGGATATTCAGTGAATT - TTCAAGCGAAATCTTGAAAAAGAACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG === -~ - - TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - = = = = = = = = & m o m e m ottt et et e e et e e et e e e i e memeemaeea oo
-------------------------------------------------------------------------------------------------------------- TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCC - - - - - - - o oo oo i e e e
----------------------------------------------------------- AACTTTTTTAATTATTAACTTTTTGCACTTTTTCCACCTGG——————————TCTAAGAAATCAGTAATACACGGTCGTATAGAAGACCGATGGCIC———————————————————————————————————————————————————————
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d uf.bed g 1.bed fm_1.bed 0 O bcIn.fa_aln.fa cl.fa_gs.fa ce.fa s After TEtrimmer 10589 bp
size: 10589bp; fragments: 8864; full length: 0 (>=9530.1bp)
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y 510.fasta.b.bed uf.bed g 1.bed fm_1.bed O O bcIn.fa_aln.fa_cl.

divergence to consensus (%)

size: 10893bp; fragments: 8916; full length: 0 (>=9803.7bp)
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TE: mnd 1 family 510 Before TEtrimmer 2314 bp

size: 2314bp; fragments: 1339; full length: 290 (>=2082.6bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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onsensus before TEtrimmer (bp)

2000

1500

1000

500

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)

7 >
’ ’ P ’ ’ ’ 4 ’ ’ ’
’ /7 v . s
wt? 5 ’ ’ ¢ 4 P) ~ !
’ ’ ¢/ ” e, v P ’ ’ ’ ¢/ z/ ’
X/ . . R4 ’
’ ’ ’
7 4 P P 7 P P ’
/'/ : w F S $7% 2 ¢ ‘ w w ’
, 7 . ¢ v . ¢ o ¢ 74 v ¢/ . . 4 ¢
4 4 ’ 4 ’ k4 ’ k4
/ ; r"", ’ ’ 7’ ':
. ’ s ’ ’ ’ v 4 7 ’ / /
’ ’ ¢/ ” e’ v P ’ ’ ’ ¢/ : z/ ’
X . ¢ ¢ ‘ . .
’ ¢ ¢ ’
7 . . - ¢, 7 . . .
4 .’ ’ 4 . ’ 4 ’
’ ’ k4 ’
// 4 ’ %, 4 'I, ‘ ’ 'I ‘ ” ’ el ’
k4 k4 - ’ 4 4 4 ’ k4
’ PR , ’ P
¢ ¢ . ,% 07 .’ ‘e 4 v . . o’
/ / -/
’ ’ ’
/ /s . . Ps ‘ ’ ’ s ‘ ’
. ’
, /s , L L
. , 4
. .
. o’ . .
¢ ¢ 4 ¢ * . 4 v v ¢ . 4
. . p P . [l ‘/

3000 4500 6000 7500 9000

consensus after TEtrimmer (bp)

10500



