Start crop Point End crop Point

1 MSA length = 1117 1

-------------------------------------------------------------------------------------------------------------- CAAAAAAGCCGCIIGGG - - AGATTTCCIATATTAATCCGGCTATACCCTT TGN

----------------------------- TT- - -[8AAGGTATAGCCGGATTAATATGGAAATCTGCCCCCGCGGCTTTTTTGACT - - - - - - - - - - CAAAAAAGCCGCGGGGGCAGATTTCCMATATTAATCCGfTATACCCTTT

------------------------- TTT AAGGTATAGCCGGATTAATATGGAAATCTGCCCCCGCGGCTTTTTGACT -~ - - - - - - - -CAAAAAAGCCHCGGGGGAGATTTCCATATAATCCGGCTATACCCTTTEM- - - - -ATATIT- - - - - - - - - - - - AAAAA TAAA

--------------------- TTT AAGGTATAGCCGGATTAATATGGAAATCJGCCCClIGGCTTTTTTGA- - - - - - - - - - - - CAAAAAAGCCIICGGGGGCAGETTTCCATATTAATCCGGCTATACCCTTT ceee - - -AAAATAN- —T AAA GAAAA e -
AAAGGTATAGCCGGATIAATATGGAAATCTGCCCCCGCGGITTTTTTGI ------------ IAAAAAAGC GCGGGGGCAGATITCC ATATTAITCCGGCTATACCCTTT TTT-TTAAAAT

------------------------------------------------------ TATAJCCGGATTAATATGGAAATCT CC——CGCGGCTTTTTTGACT——————————————————————————————————————————————————————————————————————————————————————————————————————————————

AAAGGTATAGCCGGATTAATATGGAAATCT!ICCCCGCGGCTTTTTTGACT ---------- CAAAAAAGCCGC-GGGGCAGATTTCCATATAATCCGICTATARRCTTT ATTTT
AAAGGTATAGCCGGATTAATATGGAAATCTGCC- -CGCGGCTTTTTTGACT == == - === - - CAAAAAAGCCGCGGGG- - AfJATTHC ATATTAATCCGGCTATACCCTTT-ATTTT
AflAflcTATAGCCGGATTAAJATGGAAATCTGCCC GCGGCTTTITTGACT ---------- CAAAAAAGCCGCGGGGGCAGATTTCCRATATTAATCCOGCIMA - - - - v v e e
AAAGG - ATAGCCGGATTAATATGGAAATCTGCCCC-[ClICTTTTTTGACT - - - - - - - - - - CAAAAAARICGC - GGGGCAGATTTCCRATTTAATCCfoCTATACCCTTT

-------------------------------------------------------------------------------------------------------------- CAAAAAAGCCGCGGIGGCAGATTTCCATATTAATCCGGCTATACCCHTT TTTT------------T--AAAAIAAAA
AAABBTATAGCCGGATTAATBTGGAAATCTGCCCIGBCCT TT T T TGACT - -« - e e e e e - - [BGGGEAT - - - - - - - - - - - - - - - - - - AAAAARIRG ABAARTIAAA
------------------------------------------------------------ CAlAAAAchGGGlc.ATTTlc AT - - e e e - GAAIiTATTGAAAIA— e
CG =

A?GGATTA— -ATGGAAATCTGCC- -CGCGGCTTTTTTGACT - --------- CAAAAAAGCCGCHGGGGCAGATTTCC ATATTAATICIGCTATACCCTTT - —TI—AGA --------------------
AAGGTATAMC- -GATTAATATGGAAATCTGCCCCCGCGGCTTTTTTGACT - - - == - - - - - CAAAAAAGCCGCGGGGGCAGATTTCCHMATATTAATCCGGCTATACCCTTT
------------------------------------------------------------ CAAAAAAGCCGCGGGGGCAGETTTCCEATATTAATCCGGCTATACCCTTT
AAGGTATAGCCGGATTAATATGIAIATCTICC— —CICGG.TTTTTGACT ---------- IAAAAAAGCCGCGGGIGCAGATTTCC ATATTAATCCGGCTATACCCTTT

AAGGTATAGCCGGATTAATATGGAAATCTGCC - -CGCGGCTT T TTTGACT = = = = = = = = = = = = & o e oo e m e e et e e e e e e e e e e oo i e e e e i e

- —TITAG.GGITTAATATGIAAATCTGCCCCCGCGICTTTTTTGACT ------------------------------------------------------------

CAAAAAAGCCICGGiIGCAGATTTCC ATATTAAT.— - CTAIA.— -

CAAAAAAGCCGCGGIGGCAGATTTCCMATATTAATCCGGCTATACCCTTT

CAAAAAAGCCGCGGGG- -AGATTTCCBATATTAATCCGGCTATACCCTTT

CAAAAAAGCCGCGGGG]JCAGATTTCC ATATTAATCCGIiTATACCCTTT
G

T-AAR- - - TARE-FAABA- -

CAAAAAAGCCGCGGGG- - AGATTTCCATATTAATCCGGMTATACCC TTEAAAT - - - - - o o o o ..
CAAAA -AGCCGCGGIGGCAGATTTCCMATATTAATCCGGCTATACCCTTT
CAAAAAAGCCICGG G--AGATTTCC ATAITAATICGGCTATACCCTTT ------- I

ATABT

CAAAAAAGCCGC-GIGCAGATTTCCIATATTAATCCGGC T (BT T T

CAAAAAAGCCGCHIGHGIICAGATTTCCA-ATTAATCCGGCTATACCCTTTEM- - - - - ATTTTERTT -GAATABAT - -« -« - - - - GTAAANTEA BB T T

CAAAAAAR- - - - e TTT T AGIAT—TATT—AAAIA.AT.G“ ‘ I
--------------------------------------------- AAGGTRTIIGBCGGATTAATATGGAAAT|TGCCCCCGGITTTTTTGRCT- - - - - - - - - -[JAAAAAAGCCGCGGGG - - AGATTTCCATATTAATCIGGCTATACCCTTT ATTT TG TIAAAAT - - - - o - oo e oo e oo oo oo m i oot
--------------------------------------- AAAIIA TAGCCGGATTAATATGGAAATCTGCCCC- - - - -CTTTTTTGACT - - - - - - - - - - CAAAAAAGCCGC - GGGGCAGETTTCCATATTAATCCGGTATABCCTT e e e e

- TIAAATITAT-AA-AAAAA-AA.T TI

------ TET - - AAAAA- - -« -cm e

AAAAAAGCIIGCGGRIGGCAGATTTCCIATATTAATCCGGCTATACCCTTT
------------------------------------------------------------ CAAAAAAGCCGCGGG-GCAGATTTCCIATATTAATCCGGCTATACCCTTT
-------------------------------------------------------------------------------------------------------------- CAAAAAAGCCGCGGGGGCAGATTTCATATTAATCCGGCTAT e

--------------------------------------------- AAAGGTATAGCCGGATTAATATGGAAA CTGCC——CGCGGCTTTTTTGACT——————————CAAAAAAICCGCGGGGGCAGATTTCC ATATTAITCC GCTATA TIT
--------------------------- IAT-ACITA AAAGGTATAGCCGGATTAATATGGAAATHTGCC- CCICGICTTTTTTGACT— e e oo —IAAAAAAGCCGCGGGGGCAGITTTCC ATATTAATCCBGCTATACCCTTT
------------------ T - - e AAAGGTATAGCCGGATTAATATGGAAATCTGCCICCGCGGCT TTTTTIACT - - - - - - - - s m o m e m oo

CAAAAAAGCCGCGGGGGCAGATTTCC
IAIAAAAGCCGCGGGIGCAGATTIC
CAAAAAAGCCGC-GGGGCAGATTTCC
CAAAAAAGCIICGGGGGCAGATTTCC
CAAAAAAGCCGGGGGGCAGATTTCC
WAAAAAAGCCGCGGGGGCAGATTTCC
CAAAAAAGICiI—GGGGCAIATTTCC
C

ATATTAATCCGGCTATACCCTT-=-=------
ATATTAATCCGGCTATACCCTTT TTAAIAT
ATATTAATCCIGCTATACCCTTT ATTTTHEETTAAAAT
ATATTAATCCGGCTATACCCTT Tl - - - - - - - - - AAAT -
ATATTAATCCGGCTARACCCTTT AAATA

ATATTAATIETTTT TRGATHCTT -

.
‘ ------- GAA TRAAARBT T
AAA AMTHAAA
ATATTAATCCGGCTATACCCTTT - GAAAA -

TATTAATCCGGCTETACCCTTT CAAAAT - -----AGARAN - - - ..
ATATTAATCCIGCIIIACCCTTT ..................................
ATATTAATCCGGCTATAMcCCTTT
ATATTAATCCGGCTATAICCIT

A.—TAATCCIGCTATACCCTTT
ATATTAATCCGGCTATACCCTTT

TITT—AGAAA
TATTAAAAAA

CAAAAAAGCCIICGGGGGCAGATTTCC
CAAAAAAGCCGCGGGGGIBGATTTCC
CAAAAAAGCCGCGGGG—LTTIC
CAAAAAAGCCGCGG-GGCAGATTTCC

----------------------- AA.TAT-ACITA-— T AAAGGTATAGCCGGATTAATATGGAAATCTGCC - - CGCGGCTTTTTTGACI— e e oo —IAAAA—AICCGCGGGGGCAGATTTCC
------------------------------------------------ AAAGGTAIAGCCGGATTAATATGGAAATCTGCCICCGCGGITTTTTTGACT——————————CAAAAAAGCCGCGGGGGCAGATTTC

CAAAAAAGCCGCGGGGNGER T THCIB - - - - - - - - - - - - - - - oo - e T.A-TTI
CAAAAAAGCCGCGGGGHCAGATTTCC

ATBTTAATCCGGCTATACCCTTT AAAAANT - - - - - - - .
IAAAAAAGCCGCGGGGGCAGATTIiC
T

A—TAATCCGGCTATAICCTTT GAAIA TIAAA.TTI
CAAAAAAGCCGCGGGGGCAGATTTHC

ATATTAATCCGGCTATACCCTTT -TAATEAGGT TATABRTGAGGAT - - - - - = = - = = o o o o oo o -
CAAAAAAGCCGCGGGGGCAGATTTCC

ATATTAATCCGGCTATACCCTTTEI Al T T T T T - - - - - - - - - oo oo oo oot
CAAAAAAGCCGC-GJGGCAGATTTCCRATATTAATCCGGCTATACCCTTT Y
CAAAAAAGHICGCGGGG - - AGATTTCCIATATTAATCCGGTATACCCTTT

CAAAAAAGCCGCiIGGGCAGATITCC

ATATTAATCCGGCTAIACCCTTT
CAAAAAAGCCGC GGGGC-TTTIC ATAITAATCCGGCTATACCCTTT --------- T- AGIAT e N e

CAAAAR - - - - m e TTT TAAAARB- - - - e
------------------------------------------------------------ ATTTT
CAAAAAAGCCGCGJGGGCAGATTTCCATATTAATCGGCTATACCCTTT- - - - - - - TTTT

CAAAAIAGCCGCGGGG— -AGATTTCHBATATTAATCCGGCTATACCCTTT T—AAH—TATT—AAAAA.GA.AITIAA-T— -
MAAAAAAGCRGCGCHGGCAGATTTCCBATATTAATCCGGCTATACCCTTT - - = - = -« - s m s m s e et e e b i oo oo
CAAAAAAGCCGCGGGGG AGATIT ------- TAATCCGGCTATACCCTTT_ -------------------- AAAAA.ATAAAITIAAA.TTI
CAAAAAAGCCGCGGGG - - TTTCCIATATTAATCCGGCTATACCCT T T - = - = = = = mmm e m e e e e e e e e e e e e e e e e e e e e e e e e e -

CAAAAAAGCCGCGGGGGCEBGATTTCCHA- - - - - - - - - GGCTATACCCTTT ATTTTIMTTAAAATATAT - AAGAAARIATAAGHT - - ABIRET T}

------------------------------------------------------------ CAAAAAAGCCC - GGGJCAGATTTCCATATTAATCCGJCTATACCCTTT AfjpTT -GrBT T ATATE-TCBAARBATETATE- ------ - -
------------------------------------------------------------ lraranacecceceeeGeAGATTTCCaTATTAATCCGGCTATACCCTT TGN

AAAGG-ATAGCCGGATTAATATGGAAATCTGCCCC- - - - - CTTTTTTGACT - =-=-=--=-- CAAAAAAGC - = = = = = = = = = = m mmm e e e e e e e e e et e e e e e e e e e bbb e e e e e e

AAAGGTATAGCCGGATTAATATGGAAATCTGCCCCCGCGGCTTTTTTGACT == == - == - IAAAAAAGCCGCGGGGGCAIATTTCC ATATTAATCCGGCTATACHCET TTAGEEEHA - - - - - - - - - -

AAAGGTATAGCCGGATTAATATGGAAATCTGCCICIGCG.TTTTTTGACT —————————— CAAAAAAGICGCGGGGGCA ATTTCCHATATTAATCCGGCTATACCCTTT T——GAATATA——AAA
CAAAAAAGCCICGGGGGCAGATTTCC ATAITAATCCGGCTATACCCTTT -AAAATATATT -AA

TT ATET GARAGTT
AAT -
AAARCEGEICEAAR-ATT

.- -AT AATT AA cAT
AIA GA ACHCA

CAAAAAAGCCGCGGGGAGATTTCATATTAATCCGGCTATACCCTTT - - TAGT- - g
CAAAAAAGCCGCGGGGGCAGATTTHC ATITTAATCCGGCTATACCCTTT ATTTT.TT ----------------------------------

AAAAIC G- ......................................................................................
AGAAAAGCH - - - - o o e e e e BTG - - - - - - - - - e
CAAAAAAGCCGC-lGGGCAGATTTlclATATTAATcCGGCTATA|CCTTT TIT-TTIGAATA.TI-AAAAA.AA ..............
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.bed fm_1.bed 0 0 n.bed g 1.bed fm 2.bed O O bcin.fa aln.fa_:
size: 1117bp; fragments: 2900; full length: 0 (>=1005.3bp)
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d g Lbed fm Lbed 0 0 nbed g Lbed fm 2.bed 0 0 beln.fa After TEtrimmer Extended plot Blue lines are boundaries

size: 1432bp; fragments: 2688; full length: 0 (>=1288.8bp)
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divergence to consensus (%)

TE: nd_ 1 family 31 Before TEtrimmer 296 bp

size: 296bp; fragments: 1087; full length: 567 (>=266.4bp)
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consensus before TEtrimmer (bp)
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