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1 MSA length = 4632
----------------------------------------------------------------- ACACTCGTCGTTCAAGTGATTTAATTTATAAATTAAANA TTTTGGTAAT.TCITTAT
----------------------------------------------------------------- ACACTCGTCGTTCAAGTGATTTAATT f e e -----CAT
----------------------------------------------------------------- ACACTCGTCGTTCAAGTGATTTAATT————————AAATAT TCTAAT- - -l
----------------------------------------------------------------- ACACTCGTCGTGTAAGTGATTTAATTIAITAITTAAA ATTHITT - GTTTAl
----------------------------------------------------------------- ACACTCGTCGTGTAAGTGATTTAATTTATTTATTAAA TETTRA- -
TATTCTGATGAAAATCAATACGATCAAAATAATGAATATTTCGAAACCGAAAAT T == - === - - ACACTCGTCGTTCAAGTGAT TTAAT T -« - s m s e m s e o e m e e mme e ee o -
----------------------------------------------------------------- ACACTCGTCGTTCAAGTGATTTAATTTATAAAGE- - - - ------------
TATTCTGATGAAAATCAATACGATCAAAATAACGAATATTTCGAAACCGAAAATT == - === - - - ACACTCGTCGTTCAAGTGATTTAAT T - - mm e m s m s e mem e e memme e o

----------------------------------------------------------------- ACACTCGTCGTTCAAGTGATTTAAT T - - mm m e me e e e e e e e e e o
----------------------------------------------------------------- ACACTCGTCGTGTAAGTGATTTAATTTATTAATT- -ATATTTT- - TTAA
----------------------------------------------------------------- ACACTCGTCGTGTAAGTGATTTAATTJATTTATTAAATATTTTTAG- TAA
----------------------------------------------------------------- ACACTCGTCGTGTAAGTGATTTAAT T - - mm m s mmm e e e e e e e e e o
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size: 4632bp; fragments: 189; full length: 19 (>=4168.8bp)
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asta.b.bed ufbed g 2.bed fm Lbed 0 0 bolnfa alnfa clfa gs.f After TEtrimmer Extended plot Blue lines are boundaries

size: 4789bp; fragments: 185; full length: 19 (>=4310.1bp)
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TE: Itr_1 family 994
size: 7180bp; fragments: 1322; full length: 1 (>=6462bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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