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MSA length = 4468
TTGTTTTTTTTTTAAAAAATAATCAAATTTCAAAAGCGTAATAAAACAAAAAGGATGTT--=-------- ACCAAATATAAAATAATAATTTA
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TT-TTTTTTATTTAAAAAAAAATTAATTTTTACAAACGTATTATAGTTTATAAGATTTT T -=-=-=-==----- ACCAAATATAAAATAATAATTTA

ATABT - -------- ATATTCAGCTCATTAATATTTTAA
TTGATIT - -ATTAAAAAAATAATCAAATGTTAAAAACTCGTTGAAGTAAATAAGATTTT -=-=-=-=-=-=---- GCCAAIEITAAIATAATAATTTA

AABITAAATTTTCTATATTCAGCTTATTARTIITH- -
AAABITAAATTTTTTATA- - =~ ==~ - - TTAATATHET - - A

AAA AAATTTTCTAIATTCAGCCCATTAAIATTT——A

TTGTTT-TTATTTAAAAAATAATCAGATTTTAAAAACGTATTAACGTAAATTAGAGTTT-=-=-=-==-=---- GCCAAARATAAAATAATAATTT
TTGTTTTTTAATTAAAAAATAACCAAATTTTAAAAACGTATTAAAGTAAATAAAATTTT -=-=-=-==-=--- GCCAAATAIAAAATAATIATITA
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.bed _uf.bed g 3.bed fm_1.bed 0 O bcIn.fa _aln.fa_cl.fa_gs.fa ce.f: After TEtrimmer 4468 b P

size: 4468bp; fragments: 4387; full length: 0 (>=4021.2bp)
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asta.b.bed ufbed g 3.bed fm Lbed 0 0 bolnfa ainfa clfa gs.f After TEtrimmer Extended plot Blue lines are boundaries
size: 4940bp; fragments: 4278; full length: 0 (>=4446bp)
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divergence to consensus (%)

TE: It 1 family 942 Before TEtrimmer 2935 bp

size: 2935bp; fragments: 710; full length: 7 (>=2641.5bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

/7
’ ’
’ , ’ / ,
7 /
s
Vs ’
2500] , , , g y g
/
/// ) // // 1 g / / 7/ /
/ / s 7 oy
’ s ” , 7, g 7 P4 7
/
2000 p
/ 7 7 Y 7 7 , Ve
, s
7/
/// 7 d g / 7 / 7 /
1500 / , , ) )
7/
74 74 /// /// / ///////// // // 7/ 4 / 4 // ////é// v d
Y Y / y > ;7
’ / ,
’
V7 4 , 7 7 4 v // 4 /
, . Z , ’
1000 , / , , , ) ,
7
//// /// Ve // 7/ 7/ 7 y;
/s
97 , / % , ‘s, p
/ 7 /
/
500y 7 77 s s/ R e d ¥ ¥ 40 4 ’ Y
y 7/ avd 7 s / 7/ ’
/7 Ve / V2 /
/7 Ve / V] /
/., ’
// /7 /7
// s 7 // 7 d s 7 / 7 7/ / /
0 | | | | | | | |
0 500 1000 1500 2000 2500 3000 3500 4000

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)

TE consensus after TEtrimmer (bp)




