Start crop Point End crop Point

MSA length = 5693 1
AATTITATATATGTTAAAACTGAGITATATTAGCCCCAAAATGA

-------------------------------------------------------------------------------------------------------------- CTTTGGCTCTGGATCGCTTCGGTCTTCCTGATATCGACTGATATCTACATAATARBT TAACC- - - -
---------- AATACTTGTTAAAACTGAGIITATATTAGCCCCAAAATGA----------CTTTGGCTCTGGATCGCTTCGGTCTTCCTGATATCGACTGATATCT TTAACTAT - -

—————————— AATACTTGTTAAAACTGAGETATATTAGCCCCAAAATGA----------CTTTGGCTCTGGATCGCTTCGGTCTTCCTGATATCGACTGATATCT TTAACTAT - -
ABRAATABTTGTTAAAACTGAGETATATTAGCCCCAAAATGA---=---=---- CTTTGGCTCTGGATCGCTTCGGTCTTCCTGATATCGACTGATATCTMACATAETTAT - ------ - -
ABRAATABTTGTTAAAACTGAGETATATTAGCCCCAAAATGA---=---=---- CTTTGGCTCTGGATCGCTTCGGTCTTCCTGATATCGACTGATATCTMACATAETTAT - ------ - -

-------------------------------------------------------------------------------------------------------------- CTTTGGCTCTGGATCGCTTCGGTCTTCCTGATATCGACTGATATCT
------ AGTTRTATACETGTTAAAACTGAGT TATATTAGCCCCAAAATGA - - - - - -« -« =« s & oo oo oo oo L L Lttt oo
--------------------------------------------------- TAIACATGTIAAAACTGAGTTATATTAGCCCCAAAATGA

--------------------------------------------------- TABACATGTEAAAACTGAGTTATATTAGCCCCAAAATGA
AATTEBAGAGTIRRRTATHT - - - - - - - - - - - TATACTTGTTAAAACTGAGTTATATTAGCCCCAAAATGA
AATTBAGAGT

---ACTTTAG
---ACTTTAG

O O o0 44 4 0 0O

CTTTGGCTCTGGATCGCTTCGGTCTTCCTGATATCGACTGATATCT
CTTTGGCTCTGGATCGCTTCGGTCTTCCTGATATCGACTGATATCT
-------------------------------------------------------------------------------------------------------------- CTTTGGCTCTGGETCGCTTCGGTCTTCCTGATATCGACTGATATCT
CTTTGGCTCTGGATCGCTTCGGTCTTCCTGATATCGACTGATATCT

——————————— THETTT - - === TABMATATGTTAAAACTGAGTTATATTAGCCCCAAAATGA----------CTCTGGTTCTGGATCGCTTCGGTCTTCCTGATATCGACTGATATEIRTHACA T--ACTATAG
----------- T : 1

TATTAATTTTART

TATTAATTTTART

TATTAACTTTARC

TATTAACTTTARC

TTTATETATTAAGCRAATG - - - - - - - - TABATATGTTAAAACTGAGTTATATTAGCCCCAAAATGA - = = = = = = = - - CTCTGGTTCTGGATCGCTTCGGTCTTCCTGATATCGACTGATAT ACA T--ACTATAG
TTT AATCAATATT CAT ATATTTAATT AATATATGTTAAAACTAITTATATTAGCCCCAAAATGA --------------------------------------------------------------------------------------------------------------

TTT AATCAATATT ATATTTAATTIAATATATGTTAAAACTARM T TATATTAGCCCCAAAATGA = = = = = = = & m % e @t @t @t @@t &t ot &t ot @@ m @@t @@t @@ m @@t @t @t d @@t @@t @t e @@t m ot f ot ot @t d ot ot d ot m i e @ f e mm e m i e m i e mmdmmama o ameo s

TTETECHNN- - --------- ATATT TAT ATATTTAATTIRAATATATGTTAAAACTAAGTTATATTAGCCCCAAAATGA----=-=-=-=--- CTCTGGTTCTGGATCGCTTCGGTCTTCCTGATATCGACTGATATCTHACATA

TTETECHNN- - --------- ATATT TAT ATATTTAATTIRAATATATGTTAAAACTAAGTTATATTAGCCCCAAAATGA----=-=-=-~--- CTCTGGTTCTGGATCGCTTCGGTCTTCCTGATATCGACTGATATCTIACATA
——————————————————————————————————————— GT CA ---------THRTATATATGT TAAAACTAAGT TATAT TAGCCCCAAAATGA - - - - = = - = s o s e o o e o o o o e o o e o o o o m e o e e o o e e o o o o m o m oo - o - m - - - -
TARTARTTTA TAT AATTAATATT TAT ATATATERAT -BMTATATATGTTAAAACTAAGTTATATTAGCCCCAAAATGA---=-=-=-=-=--- CTCTGGTTCTGGATCGCTTCGGTCTTCCTGATATCGACTGATATCTHACAT
TAITA TTTA TAT AATTAATATT TAT ATATATIAT— TATATATGTTAAAACTAAGTTATATTAGCCCCAAAATGA----=-=---=-- CTCTGGTTCTGGATCGCTTCGGTCTTCCTGATATCGACTGATATCTHACAT
TATTERATCTTA------EMTRCAGHEIEENGCEGE - - - - - - - - - - --------------- AAT - - -ATATATGTTAAAACTARGTTATATTAGCCCCAAAATGA---=-=-=-=-=--- CTCTGGTTCTGGATCGCTTCGGTCTTCCTGATATCGACTGATATCTHACATA
TATTERATCTTA------EMTRCAGHEIENNGCEGE - - - - - - - - - - --------------- AAT - - -ATATATGTTAAAACTARGTTATATTAGCCCCAAAATGA---=---=-=--- CTCTGGTTCTGGATCGCTTCGGTCTTCCTGATATCGACTGATATCTHACATA

TATT ACTIAA
TATTAATTTTA

CGACGA A GAATCTTC---------- TC
TRTTT

TATETRATET TRABT -BTATATATGTTAAAACTARE T TATATTAGCCCCAAAATGA - - - = - = - =« =« s - oo oot oo b oo oo
AATCAATATT CATETIRATATTTAATTIAATATATGTTAAAACT AR T TATAT TAGCCCCAAAATGA - = = = = = = = % @t @t &t &t &t & @t &t ot &t t @ @t @t ot @t e @t it @ @t @@t &t it @ f e @t e @t ot @@t @@t @@t @t e &t e @t df e mf ot e m e mmdd i m o mmemmem e
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TE: Itr_1 family 93

size: 271bp; fragments: 105; full length: 74 (>=243.9bp)
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After TEtrimmer ORF and PFAM domain plot
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