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----------- BcrcTAATlTAARET CREARARB TGARTARATAATAAAG- - - - - - - - - - TTTAAGGCACAAMAATTAATATTGTCTCCTTGGTATGACGATTGCACAMATACRATGAAAT
TGTGATGTATTGCTCTAATGTAACTTCABAAATATGATTACATAATAAAG - = - - -« - - - TTTAAGGCACAABAATTAATATTGTCTCCTTARMTATGACGATTGCACAGIMATATEATGANAT
TGTGATGTATTGCTCTAATGTAACTTCAMAAATATGATTACATAATAAAG - = - - - -« - - - TTTAAGGCATAABAATTAATATTGTCTCCTTGEGTATGEACGATTGCACAGH- TAT ATTA!IT
-------------------------------------------------------------------------------------------------------------- TTTGAGACACTABAATAAATATTGTCTCCTTG ACGATTGCACAARATACETTTATAT
TGTGATGTATTGCCTAATGTAACT TCABAAATATGATTACATAATAAAG - - - - = - = - &= oo o f oo oo L Lo
TGTGATGTATTGCTCTAATGTAACTTCAIAAATATGATTACATAATAAAG ---------- TTTAAGG - ACAAIAATAAATATTGTCTCCTTA ACGATHEGCACAGCRE- - ---------

------------------------------------------------------------ TTTAAGGCACAABAATTAATATTGTCTCCTTARMGTATGIRACGATTGCACAGH- TATIATGATG

------------------------------------------------------------ TTTGAGACACTABAATAAATATTGTCTCCTTG ACGATTGCACAGH - TGCMIAGAAGT ARETTT
TGTGATGTATTGCTCTAATGTAACTTCAJJAAATATGATTACATAATAAAG- - - - - - - - - - TTTAAGGCATAABAATTAATATTGTCTCCTTG ACGATTGCACAARABGTITAAAAT
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size: 4793bp; fragments: 653; full length: 0 (>=4313.7bp)

‘| IH‘

I I I
1000 2000 3000
TE consensus (bp)

I
4000

coverage (bp)

200

150

100

50

After TEtrimmer 4793 bp

5

I I I I
1000 2000 3000 4000
TE consensus genomic coverage plot (bp)

TE consensus self dotplot (bp)

1000

4000

3000

2000

/

\\\
N

/|

1000 2000 3000 4000
TE consensus self dotplot (bp)

> >
x
) 4
No TE domain detected
[ [ [ [
1000 2000 3000 4000

TE consensus structure and protein hits (bp)




/ 883.fasta.b.bed uf.bed g 4.bed fm 1.bed O O bcIn.fa_aln.fa_cl.i After TEtrimmer Extended plOt Blue lines are boundaries

size: 5110bp; fragments: 619; full length: 0 (>=4599bp)
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size: 4601bp; fragments: 118; full length: 1 (>=4140.9bp)
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After TEtrimmer ORF and PFAM domain plot
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