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MSA length = 3344 1
i TG A GGG TCAACCGGGGTAATTGTAAACAGGGGTAAT - = - - - - - - - - AAATTAAACTTGCAAAATCGTTTACTATTACCCCGGTTGACCCTAATTAA AT ----TGCATTA- - -------- TTATTTA-GTTClAG
------------------- GTGTTAA AT T TR TAABTAGGGGTAAT - - - - - - - - - - AAATTAAACT TIMAAAATCGTTTACTATTACCHCGCR- - - - ------ - - - A--CTAATGCA - -WlAAAAA AAATTACTTA—GITI!—G
------------ TAGGGTCAACCGGGGTAATTGTAAACAGGGGTAAT----------AAATTAAACTTGCAAAATCGTTTACTATTACCCCGGTTGACCCTAATTAA ABCAAAATGA - -WAAAAG AAATRATTTAT - - - - - -
TAGGGTCAACCGGGGTAATTGTAAACAGIIGGTAAT - - - - - - - - AAATTAAACTTGCAAAATCGTTTACTAJTACCCCGGTTGACCCTAATTAA Al- ATAATGCATTIAAARA ATTATTTGTGTTCCGG
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TAGGGTCAACCGGGGTAATTGTAAACAGGGGTAAT - -=-=-=-=-=-=--- AAATTAAACTTGCAAAATCGTTTACTATTACCCCGGTTGACCCTAATTAA
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--------------------------------------- BT AARTRTAAARAGG - - - -

g AAAAGHEEIAAATTTTEIJAT - TTCCA
AAATTACTTATGTTCCAA
AARTTTTfTGTATTCCAA
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.bed uf.bed g 1.bed fm 1.bed 0 O bcIn.fa _aln.fa_cl.fa_gs.fa ce.f: After TEtrimmer 3344 b P

size: 3344bp; fragments: 30; full length: 4 (>=3009.6bp)
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asta.b.bed ufbed g Lbed fm Lbed 0 0 bolnfa alnfa clfa gs.f After TEtrimmer Extended plot Blue lines are boundaries

size: 3717bp; fragments: 33; full length: 0 (>=3345.3bp)
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divergence to consensus (%)
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TE: Itr_1 family 796
size: 3332bp; fragments: 44; full length: 0 (>=2998.8bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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(windowsize = 25, threshold = 50.00 09/10/25)
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