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1 MSA length = 4533 1

GCAACAGTGTGCCGAGCTCGCTTTTATCCTTCCGCGACGCGACAGTGCGCAACGAGGAGAGAAGCGGGGCACGGAAAAGGTTCTGCGCGGGTTGATTTGC - === === == - ATAAATCTTTTGCAAGACTAGTCAAGTTTAAATACAGTCCTCCCAGCCATACAATAAAATTCAAAATTAATCTCTAAT
GCAACAGTGTGCCGAGCTCGCTTTTATCCTTCCGCGACGCGACAGTGCGCAACGAGGAGAGAAGCGGGGCACGGAAAAGGTTCTGCGCGGGTTGATTTGC - === == == - - ATAAATCTTTTGCAAGACGAGTCAAGTTTAAATACAGTCCTCCCAGCCATACAATAAAATTTTAAACTAATTCTTAAT
GCAACAGTGTGCCGAGCTCGCTTTTATCCTTCCGCGACGCGACAGTGCGCAACGAGIAGAGAAGCGGGGCACGGAAAAGGTTCTGCGCGGGTTGATTTGC —————————— ATAAATCTTTTGCAAGACGAGTCAAGTTTAAATACAGTCCTCCCAGCCACACAATGAGATTTTGACTCAGTTTTTAGT

GCAACAGTGTGCCGAGCTCGCTTTTATCCTTCCGCGACGCGACAGTGCGCAACGAGGAGAGAAGCGGGGCACGGAAAAGGTTCTGCGCGGGT TGATTTGC = = = = = = = = = = % o m ot m e m e m e o ettt o e f et et e m ot e f et et e e bt e m et e m e e i mma e i e mameeocmiaoaaao
GCAACAGTGTGCCGAGCTCGCTTTTATCCTTCCGCGACGCGACAGTGCGCAACGAGGAGAGAAGCGGGGCACGGAAAAGGT TCTGCGCOGTTGATTTGE - - = - = - = - = - & - o - s -t m e —f oo L.

-------------- AGTICEE T TTTTTCCTTCG- - - - - BT CAG T ACAT - - - - - - o oo oo LLLLiLLiLiLoooo.o.o.-.
BcFGc r@rcTTcciGET TCACT@BTBA TREE T COCITT COBCBCEACAR- - - - - - - - - - - oo L - L S e e

-------------------------------------------------------------------------------------------------------------- ATAAATCTTTTGCAAGACGAGTCAAGTTTAAATACAGTCCTCCCAGCCATACAACAAAATTTTAAATTAATTTTTAAT
GCAACAGTGTGCCGAGCTCGCTTTTATCCTTCCGCGACGCGACAGTGCGCAACGAGGAGAGAAGCGGGGCACGGAAAAGGTTCTGCGCGGGTTGATTTGC - == - == - - - - ATAAATCTTTTGCAAGACGAGTCAAGTTTAAATACAGTCCTCCCAGCCATACATTAAAATGTTAAATTAATTTTAAAT

GCAACATBGTTCRGAGEECTC T T T T TG C AT T CAG T A G T - - - - - - - - - - - s - e - e LLLLLLLlLiLiLoLoooLo.o.-.
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After TEtrimmer ORF and PFAM domain plot
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