Start crop Point End crop Point

1 MSA length = 14003 1
-------------------------------------------------------------------------------------------------------------- ATACIGATGTATATATTTT§TAAAGATTATCTTTGACTTGTTATTATACAGTJGACTCTGTTTATAG--------------GAAAAACTCTTTAT]GT-
TGTAGCCAATATATTCTTGACTTTTATTAAGATCCCAATATATATATTTTTGGAAAGGGTTTCTTTGACT TTTTATTATAT T TGT T T TTAAATCT T TAAG - = = = = = = = & & = s & oo e m e o m m e & ot e f o et e o ot e m o e f e o f f et ot et et et e oot e f e o e m e o fm e m ot e oo oo meooooamaaoeaoo
---------------------------------------------------------------------------------------------------------------------------------------------------------------- GERGTCTCTABBCATARC- - ------------CRABARCATCTGABBGTA
-------------------------------------------------------------------------------------------------------------- ATGRGATGTARATRTTTT AAA TTTGACTT— e ---GT GACICIATTTAIAITTCCT—GTTCTATTTIIAAG!IATTTTA GTA
-------------------------------------------------------------------------------------------------------------- ATGCRGATGATATATTT AAA TCTTTGACTTGTTATTATAC.T e - - GAATGACARTCGATGHRTA
BCHAGCHAABATATCIBEGE T T T T T TAACATC- - - - - - - - m s m e m el ATACHIGATGTATATATTTTIITAAAGATTATCTTTGACTTGTTATTATACAGTBGACTCTGTTTATAGT = === ===~ ==~ - GAAAAACTCTTTATHGT -
---------------------------------- CCAATATATATATTTTTGGAAAGGGTTTCTTTGACT TTTTATTATAT T TGT T T TTAAATCT T TAAG - = = = = = = = = & = m & o m & o e & m m e m oo e f e oo f e @ ot e m o e m e m o m f e o e e m e oo m et e e m o mm et ottt ot e i oo e o eoeoaoeacemaaoo
-------------------------------------------------------------------------------------------------------------- ATGCHGATGATATATTTBEAAAGTTITCTTTGACTTGTTATTATA THTTRARTCETBcCAAGT CRBAR T ABAGEGAACARTTTETTT
-------------------------------------------------------------------------------------------------------------- ATACEGATGTATATATTTTITAAAGATTATCTTTGACTTGTTATTATACAGTIIGACTCTGTTTATAGTAACTCTTACTATATGAAAAACTC--TTT

-------------------------------------------------------------------------------------------------------------- ATACHGATGTATATATTTTITAAAGATTATCTTTGACTTGTTATTATACAGTBGACTCTGTTTATAGT - - ---=«--=-----GAAAAACTCTTTAT

-------------------------------------------------------------------------------------------------------------- ATACIGATGTATATATTTTTAAAGATTATCTTTGACTTGTTATTATACAGTIIGACTCTGTTTATAG]--------------GAAAAACTCTTTATHGT -
-------------------------------------------------------------------------------------------------------------- ATACHGATGTATATATTTTITAAAGATTATCTTTGACTTGTTATTATACAGTGACTCTGTTTATAGT - ----=«--=------GAAAAACTCTTTATHGT -
-------------------------------------------------------------------------------------------------------------- ATACHGATGTATATATTTTITAAAGATTATCTTTGACTTGTTATTATACAGTGACTCTGTTTATAGTAACTCTTACTATATGAAAAACTC--TTTHGT -

-------------------------------------------------------------------------------------------------------------- ATACIIGATGTATATATTTTIITAAAGATTATCTTTGACTTGTTATTATACAGTIIGACTCTGTTTATAGTAACTCTTACTATATGAAAAACTC--TTTHGT -
-------------------------------------------------------------------------------------------------------------- ATACEGATGTATATATTTTITAAAGATTATCTTTGACTTGTTATTATACAGTGACTCTGTTTATAGTAACTCTTACTATATGAAAAACTC--TTTHGT -
-------------------------------------------------------------------------------------------------------------- ATACEGATGTATATATTTTITAAAGATTATCTTTGACTTGTTATTATACAGTIGACTCTGTTTATAGTAACTCTTACTATATGAAAAACTC--TTTHGT -
-------------------------------------------------------------------------------------------------------------- ATACHGATGTATATATTTTITAAAGATTATCTTTGACTTGTTATTATACAGTBGACTCTGTTTATAGT - - ---=«--=-----GAAAAACTCTTTAT
TGTAGCCAATATATTCTTGACTTTTATTAAGATCCCAATATATATATTTTTGGAAAGGGTTTCTTTGACTTTTTATTATATTTGTTTTTAAATCTTTAAG - -« ==« - - - - ATACHGATGTATATATTTTITAAAGATTATCTTTGACTTGTTATTATACAGTIGACTCTGTTTATAGTAACTCTTACTATATGAAAAACTC--TTT
TGTAGCCAATATATTCTTGACTTTTATTAAGATCCCAATATATATATTTTTGGAAAGGGTTTCTTTGACTT T TTATTATAT TTGT TT T TAAATCT T TAAG - = = = = = = = o 5 & o o m e f o f & o d &t f ot ot m ot ot f f o f f ot f ot f o d f ot f ot df ot ot ot m f ot f f ot d f ot d f ot ot f f ot e e ff f it e m it e e i e i i e e i e oo

---------------------------------------------------------------------------------------------------------------------------------------------------------------- CERGTCTCTABBCATARC- - ------------CRABAECATCTGABBGTA
---------- ATATTCTTAATCT T T T T TARC - - -« v e e e e ATGRBGATGTARATR T T T TRBAAABG TEABE T TTGACTT- - -« -« - - - - -GTEGACECEATTTABABTTCCT-GTTCTATTT A

AAAGARATTTTARRGTA

TGTAGCCAATATATTCTTGACTTTTATTAAGATCCCAATATATATATTTTTGGAAAGGGTTTCTTTGACT T TT TATTATAT TTGT T T TTAAATCT TTAAG - = = = = = = = = = & & o o o o o o o o o o o o b o m ot m ot et f o f ot m o f ff o e f e o e o et e o e m e f e m e m e f e f e m e e e o oo i oo eo oo oo eo oo
---------------------------------------------------------------------------------------------------------------------------------------------------------------- GlAlAlCcATCTGARBGTA

GAA GACAITCGAT TA

---------------------------------------------------------------------------------------------------------------------------------------------------------------- TCTCRE TR TECAGCCET T TCTEER TG AffTcccTETRGT -




End crop Point
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After TEtrimmer 14003 bp

a_ce.fa_se

_gs.fa_

3.bed fm _1.bed 0 O bcin.fa_aln.fa_cl.fa

size: 14003bp; fragments: 5591, full length: 0 (>=12602.7bp)
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y 68 fasta.b.bed uf.bed g 3.bed fm Lbed 0 0 belnfa alnfa clf After TEtrimmer Extended plot Blue lines are boundaries

size: 14518bp; fragments: 5541; full length: 0 (>=13066.2bp)
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TE: 1t 1 family 68 Before TEtrimmer 490 bp

size: 490bp; fragments: 289; full length: 61 (>=441bp)
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After TEtrimmer ORF and PFAM domain plot

Bl ORFs
B PFAM domains
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Before TEtrimmer ORF and PFAM domain plot
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nsus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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