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TGAITTA ------------------------------------------------------------------------------------------------------- TATTAAACAAATAATATACTCAGATATTCTGAATTAATTACATACGTTCAA AATAAAAAATAAATTCGAATATAAAAAAAATGGTATACACAC
TIAAT --------------------------------------------------------------------------------------------------------- TATTAAACAAATAATATACTCAGATTTCCTGAATTAATTACATACGTTCAA AATAAAAAATAAATTCGAATATAAAAAAAATGGTATACACAC
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< R R R e e R T AATAAAAAATAAATTCGAATATAAAAAAAATGGTATACACAC

TGAATTAATAGAAAACGAGACGCAAGAATCCGAAAATTCCTCTGAAGATTCTAATCAATTCTTATCTCAATTTTTAAAAATTAAATCACCTCGACCCTCT
TGAATTAATAGAAAACGAGACGCAAGAATCCGAAAATTCCTCTGAAGATTCTAATCAATTCTTATCTCAATTTTTAAAAATTAAATCACCCCGATCCTCT

AATAAAAAATAAATTCGAATATAAAAAAAATGGTATACACAC
AAIAAIAAATATACTTGAATAGGAA .................

-------------------------------------------------------------------------------------------------------------- ACTCA
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After TEtrimmer ORF and PFAM domain plot
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