Start crop Point End crop Point

1 MSA length = 7316 1

TGTAACGTTTTTAGTTCGTTABATGTCTTTTTTATATATGATATATATGA - - - - - - - - - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACAEE- - - - - - -
------------------------------------------------------------ CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTATTAAAAACGCTACA
------------------------------------------------------------ CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACA
TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATGATATATATGA - == = == = = - - ccjaflcaranceTcecGTTCGCAGTGTAATGTTT T AAAAACGCTACA

; —AAAAA.TI—.

T——AIAATATAA——
-AAAAAATATA- - -
- - —AAAAT—CA—.

------------------------------------------------------------ CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGClACA “ATA---TAT@TATTTTTTAAGT - AAAAAA-ATA- - -
AA.AAli TG TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATGATATATATGA - - - - = = - = - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACA TATE- - - TABATA------ AA -A-AAJJATATAA
AAA - AA GI————TIA ------------------------------------------------------------ CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTATTAAAAACGCTACAM- - - - - TA--AAA- = - = - e e e - - AAATAT
----- -BATTA-TTATEA- TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATGATATATATGA----------CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACA -ATAARA —I!!AAAIACA—A
AA.AITATGT TTA--TATTATT TGTAACGTTTTTAGTTCGTTACATGTC-TTTTTATATATG- -ATATATGA - - = - - - = - - - ccjrflcaranceTcecGTTCGCAGTGTARTGTTTTTAAAACGTACA -ATEAA - - - - A~ CCRCA -A-BARBAT----A

- AA.TATATA ______
TATAAAA———AIA ......
ATA—AI ____________

AA----TATAGATTTE TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATETIMIEA TATEE- - - - - - - - - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACA
TRrAaTTATT TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATGATATATATGA - - - - = = - = - - ccjrflcaranceTcecGTTCGCAGTGTAATGTTT T AAAAACGCTACA
TTA--TART--T TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATGATATATATGA - - - - = = = = - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTATTAAAAACGCTACA
TGTAACGTTTTTAGTTCGTTACATGTCT-TTTTATATATG- -ATATATGA - == - = = = = - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTATTAAAAACGCTACA
TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATGATATATATGA - - - = = = = = - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACA
TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATGATATATATGA - - - = = = - = - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTATTAAAAACGCTAJfA
TGTAACGTTTTTAGTTCGTTACATGT -BT T T T TATATATG - - ATATATGA - = - - = - s o s oo ot oo oot oo oot oooooooooooooooooo
TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATHTATGATATATATGA - - - - - - - - - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTJTAAAAACGCTACA
TGTAACGTTTTTAGTTCGTTACATGTC-TTTTTATATATG- -ATHTATGA- - - - - - - --- CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTATTAAAAACGCTACA
TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATGATATATATGA - = - - = = - = - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACA
TGTAACGTTTTTAGTTCGTTACATGTITTTTTTATATATGATATATATGA - - - - - - - - - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACA
------------------------------------------------------------ CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACA
TGTAACGTTTTTAGTTCGTTACATGTC-TTTTTATATATG- -ATATATGA - == - = = = = - - CCGATGAAAAGCTGCGTTCGCAGTG TAATGTTTATTAAAAACGCTACA
TGTAACGTTTTTAGTTCGTTACATGTJTTTTTTATATATGATATATATGA - - - - - - - - - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACAGHEERIE- - - - - - - - ----------- - AAAAAAT - - - -A
TGTAACGTTTTTAGTTCGTTACATGTC-TTTTTATATATG- -ATATATGA - = = = = = = = = - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTATTAAAAACGCTACAREEM - - - - - - -AAAET- - - - - - - - - TAAABAATACA-A
AGIAAATATATTTTT.TTATTA—T TGTAACGTTTTTAGTTCGTTACATGTC-TTTTTATATATG- -ATHTATGA- - - - - - - - - - CCGATGAAAAGCTGCCGTTCGCAGTGTAATGTTTTAAAAACGCTACA l!.
GAA- -TATGTTTT-TTTATTRT TGTAACGTTTTTAGTTCGTTACATGTC-TTTTTATATATG- -ATATATGA - = - = = = = = - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTATTAAAAACGTACA
AA - TTTHETT TGTAACGTTTTTAGTTCGTTACATGTCT T TT T TATATATGATATATATGA - = - = = = = = m e e m e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
AAI!AATAIA TTTATTARTHARE - TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTAJATATH- -ATATATGA- - - - - - - - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACA
AAA- - - -ATATTTTT TGTAACGTTTTTAGTTCGTTACATGTITTTTTTATATATGATATATATGA - - - - - - - - - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTATTAAAAACGCTACA
TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTAGATAT - - ATATATGA - - - o - e et
------------------------------------------------------------ CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACA
TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATGATATATATGA - = - - = = - = - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACA
TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATG- -ATATATGA - - - = = = - = - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTATTABAAACGCTACA
TGTAACGTTTTTAGTTCGTTACATGTC-TTTTTATATATG- -ATATATGA - = = = = = = - = - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACARE - - - - - - - - - - - - - o m e e e e e e e e e AAAART - TAA
TGTAACGTTTTTAGTTCGTTACATGTCTTTTT - - -ATATIREGATATATGA - - - - - - - - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACA - A--TTT- AATA- - - A
TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATGATATATATGA - = - - = = - = - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTATTAAAAACGCTACA !ITATAII— STTT- u I " EAATITA A
-------------------------------------------------------------------------------------------------------------- CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTATTAAAAACGCTACA IAAIT.T.T.— - AAAAT - TfliA
A-A--TAGA- TCERAGTTETTA- .A. TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATGATATJTATGA- - - - - - - - - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTATTAAAAACGCTACARETEREEIE - - - - - - - - - -ATA- - - - - cmmm e mm o Ae e oo o - Gc--a
AGAAIITGT - - - - - o e Te e TGTAACGTTTTTAGTTCGTTACATGTCT - TTTTATATATG - = ATATATGA - = = = = = = = = m e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e - AAAAAATATAAA
AAAAglAIA ------------- TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTAJATAT- -ATATATGA- - - - - - - - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGIRTACARTRGTA - - - - - - - - - - - - - - - - - T—AAAAEI—TIA— -
AAAAATA - = - m mm e e e e e e e e TGTAACGTTTTTAGTTCGTTACATGTC-TTTTTATATATG- -ATATATGA - == = = = = = = - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACA T-AAAABTATAAA
TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATG- -ATATATGA - - == - - = - - - CCAGAAAAGCTGCCGTTCGCAGTGTAATGTTTTTTAAAAACGCTACA I IIAATIi— A
TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATGATATATATGA - - - - = = - = - - CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTATIAAAAACGCTACA AT -Para
TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATGATATATATGA - - - - = = - = - - CCIAIGAAAAGCTGCCGTTCGCAGTGITAATGTTTATIAAAAACGCIACA
----------------------------------------------------------------------------------------------- CCGATGAAAAGCTGCJGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACA
TGTAACGTTTTTAGTTCGTTACABRTCTTTTTTATATATGATATATATGA - = - -« o - o m o s o s oo

- -AAAAATA---A
- -AAAAAT ----A

-AB----TABA-A

- AAAAAATATAAA

AAAIAATATI—

TEAAGAATE- - - - -

> > > > > >» 4 4 > > 4 > > > -

i i s e B e

TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATE- -ATATATGA- --------- CCGATGAAAAGCTGCCGTTCGCAGTGGT TTTRAAAAACGCTACARE - - - - - AT AAITATIT o o
TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATI— -ATATATGA- = - = = = = = - - CCGATGAAAAGITGCCGTTCGCAGTGGT! ITTTTIAAAAACGCTACA —ATIA— -TATAT TTITT
------------------------------------------------------------- CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTTTTAAAAACGCTACA ---AA--___IT C_TTT-AA _AAAAAATAC - -
__________________________________________________________________________________________________ CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTATTAAAAACGCTACA TAT----- - _ATA_TITTTAA T-.AAATACA—A

-------------------------------------------------------------------------------------------------------------- CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTATlAAACGCTAA —---AAA---ABA------AA - -AAAABTA- - -
TGTAACGTTTTTAGTTCGTTACATGTCT T T T T TATATATGATATATATGA - = - = = = & = & & & s & e o e o e o e o e o e f e e e o et e oo ot et oot ot e e oo oo i oo oo oo oo mo oo s TG------ AATTHETGAAA - - - - - - - = - = - - - A
TGTAACGTTTTTAGTTCGTTACATGT C- TTTTTATATAGATATATATGA - - - - - o oo oo oo oo

TGTCETRTTA-------- TGTAACGTTTTTAGTTCGTTACATGTCT T T T T TATATATGATATATATGA - = = = = = = = & & s & ot & m ot & m e & f ot & @ e & @ m & @t @ f e @ @ e @@ e & f e @ f e & f e @t e @ f ot @ f ot m ot @ f ot @t e m ot ot et e m ot e df ot mf e mm e e memmdmmeameameameeme o
AA-AAATGT - -TTTJATTTATTA-T TGTAACGTTTTTAGTTCGTTACATGTC-TTTTTATATATG - - ATATATGA - = = = = = = = & & s & @ e & m e & f e &t e &t e & m e &t e & @ e &t e & f e @@t &t e & f e @t ot @ f e @@t &t ot m ot e f ot e m ot ot m ot m ot e mf e mm e mf e e m e m i dmmeememamama o
AAAAAT = = = = m e e e e e s TT TGTAACGTTTTTAGTTCGTTACATGTCT T T T T TATATATGATATATATGA - = = = = = = = & & o & ot & m e & m e & @ e & @ e & m e & @t @ f e & f e & @ e @@t &t e @ f e @t e @ f ot @ f ot m ot ot @t ot d ot e m ot ot m ot e mf e m ot e mm it mm e e f e m it mmeemeemamamn oo
AAAAAT = = = = m e e e e e TT TGTAACGTTTTTAGTTCGTTACATGTCT T T T T TATATATGATATATATGA - = = = = = = = & & s & s e & m e & m e & f e &t e & m e & @t & f e & @ e & @ e & f ot & @t & f e &t e f @t @ f ot m ot e @t e @t e m ot ot &t e df it mf ot df e mm e mm e m i dmme e memama e

TA----o--- TTTATT-T TGTAACGTTTTTAGTTCGTTACATGTC-TTTTTATATATG - - ATATATGA - = = = = = & & & & & o o oo o o f o e o m o e o e o e o e m e o e ot m e m e o e m e m et e o e o ettt ot ettt ettt ot ot oo et e oo i e o mo oo oo o oo s
I -ETEg BarTTA-- -7 TGTAACGTTTTTAGTTCGTTACATGTC-TTTTTATATATG - - ATATATGA - = = = = = - & & & & o o oo o o f o e o f o e o e o e o e o e o e ot m e o e o e o e m e m e o e ottt ottt ettt ottt o o et oo i oo oo eo oo oo oot
-AAAT-@- - TTHTA--TABTA- TGTAACGTTTTTAGTTCGTTACATGTCT T T T T TATATATGATATATATGA - « = = - = - & & & & oo o m oo m o f o f o e o e o e o e o e o e ot ot m e o e f ot m e m e o e o et et et ottt ottt ot e oo e e e oo oo mimo oo oo oot
AAAAATA- -TTTTT-TTTATTATTRIGE - - - - - - TGTAACGTTTTTAGTTCGTTACATGTC-TTTTTATATATG - - ATATATGA - © = = = = - & & & & o o o o oo e o e o f o e o e o e o e ot o e ot m e o e o e f e m e m e o et o et ettt ottt ot ot ottt o e e e oo oo mieomo oo oo s
-------------- TTTABEA - T TGTAACGTTTTTAGTTCGTTACATGTCT T T T T TATATATGATATATATGA - © - = - = & & & & & oo oo oo m o e o m o e o e o et e ot o e f e o e o e o e f e m e m e o et ot ettt ottt ot ottt ot et o e e e oo oo oo mo oo oo oo s
AGAAA-TATATTTIBAT- - -T TGTAACGTTTTTAGTTCGTTACATGTC-TTTTTATATATG - - ATATATGA - = = = = = & & & & & o o oo o o f o e o m o e o e o e o e m e o e ot m e m e o e m e m et e o e o ettt ot ettt ettt ot ot oo et e oo i e o mo oo oo o oo s
AAAAIAT—TATTT!ITTTATTATT TGTAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATGATATATATGA - == = == = = - - CCGATIAAAAGCTGCCGTTCGCAGTGGTAATGTTTATIAAAAA-TAIA'TIAAA— - —ATATTTITTAA“ I I -AAAAAT -TA
-------------------------------------------------------------------------------------------------------------- CCGATGAAAAGCTGCCGTTCGCAGTGGTAATGTTTATTAAAAACGCTACA R T 12V AAAIJAATATA -

TITAACGTTTTTAGTTCGTTACATGTCTTTTTTATATATG --ATATATGA
TGTAACGTTTTTAGTTCGTTACATGTCT-TTTTATATATG--ATATATGA

AAABATATATTTTTIITTTATTATTRAREA TGTAACGTTTTTAGTTCGTTACATGT-lITTTTTATATATG- -ATATATGA

. .AAAIATATATTTTTITTTATTATTIAIA-TGTAACGTTTTTAGTTCGTTACATGTI!TTTTTATATATGATATATATGA
-------------------------------------------------------------------------------------------------------------- TA-AARGT - - - - AR
TGTAACGTTTTTAGTTCGTTACATGTCTTTTTATATATH- -ATATATGA ---ABAA----A--
----- TGTAACGTTTTTAGTTCGTTACATGTCT TTTTTATETAT - - ATATATGA - - - - - -« - oo - o c oo oot oo._....___._...._
------------------------------------------ TAACG-TTTTAGTTCGTTACATGTCTTTTTTATATATATATATEGHE
TGTAACGTTTTTAGTTCGTTACATGTITTTTTTATATATGATATATATGA --------------------------------------------------------------------------------------------------------------

TGTAACGTTTTTAGTTCGTTACATGTRT T T T TTATATATGATATATATGA - = = = = & = = & & s & @ e & m ot & m e & f e & @ e & m ot & @t &t e & f e & @ e @ f e &t e mf e @t e @ f e mf ot m ot e @t e f ot e m ot ot &t e m ot e mf ot mf e mm e e m e e i e e meemeemamamn o
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] uf.bed g 1.bed fm 1.bed O O bcIn.fa_aln.fa_cl.fa gs.fa ce.fa_se

size: 7316bp; fragments: 17324; full length: 1 (>=6584.4bp)
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/ 610.fasta.b.bed uf.bed g 1.bed fm 1.bed O O bcin.fa_aln.fa_cl.i
size: 7629bp; fragments: 15679; full length: 0 (>=6866.1bp)
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TE: Itr_1 family 610

size: 3987bp; fragments: 801, full length: 37 (>=3588.3bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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