Start crop Point End crop Point

1 MSA length = 9634 1
——GTAAIAAA——— TGTAACGTTTTAAAAAACCGTTACTTTGTTTTGCGTTTGTCTCATGTAAA - - - - - - - - - - CTCACTGATGAAIAGCTGCCGTTCGCAGGGTGTAAAATAAAAACGTTACA

----------- TGTAACGTTTTAAAAAACCGTTACTTTGTTTTGCGTTTGTCTCHTGTAAA- - -- - - - - - -CTCACTGATGAAAAGCTGCCGTTCGCAGGGTGTAAAATAAAAACGTTACA

T-TTITAAAAAACCGTTACTTTGTTTTGCGTTTGTCTCITGTAAA ---------- CTCACTGATGAAAAGCTGCCGTTCGCAGGGTGTAAAATAAAAACGTTACA
TGTAACGTTTTAAAAAACCGTTACTTTGTTTTGCGTTTGTCTCATGTAAA - - = - - - = = - - CTCACTGATGAAAAGCTGCCGTTCGCAGGGTGTAAAATAAAAACGTTACA
TGTAACGTTTTAAAAAACCGTTACTTTGTTTTGCGTTTGTCTCATGTAAA - - = - - - = - - - CTCACTGATGAAAAGCTGCCGTTCGCAGGGTGTAAAATAAAAACGTTACA
ATACAG TGTAACGTTTTAAAAAACCGTTACTTTGTTTTGCGTTTGTCTCATGTAAA - - = - - - = - - - CTCACTGATGAAAAGCTGCCGTTCGCAGGGTGTAAAATAAAAACGTTACA
-CACAA TGTAACGTTTTAAAAAACCGTTACTTTGTTTTGCGTTTGTCTCATGTAAA - - = - - - = - - - CTCACTGATGAAAAGCTGCCGTTCGCAGGGTGTAAAATAAAAACGTTACA
ATACAG TGTAACGTTTTAAAAAACCGTTACTTTGTTTTGCG- TTATCTCATGTAAA - - = - - - = - - - CTCACTGATGAAAAGCTGCCGTTGCAGGGTGTAAAATAAAAACGTTACA
ATACAG TGTAACGTTTTAAAAAACCGTTACTTTGTTTTGCG- TTATCTCATGTAAA - - = - - - = = - - CTCCTGATGAAAAGCTGCCGTTCGCAGGGTGTAAAATAAAAACGTTACA
TGTAACGTTTTAAAAAACCGTTACTTTGTTTTGCGTTTGTCTCATGTAAA - - = - - - = - - - CTCACTGATGAAAAGCTGCCGTTCGCAGGGTGTAAAATAAAAACGTTACA
TGTAACGTTTTAAAAAACCGTTACTTTGTTTTGCGTTTGTCTCATGTAAA - - = - - - = - - - CTCCTGATGAAAAGCTGCCGTTCGCAGGGTGTAAAATAAAAACGTTACA
-------- TACIGIAIA— —.A.GTAACGTTTTAAAAAACCGTTACTTTGTTTTGCG—ITATCTCATGTAAA— - -------CTCACTGATGAAAAGCTGCCGTTCGCAGGGTGTAAAATAAAAACGT T ----------
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] uf.bed g 4.bed fm 1.bed 0 O bcin.fa_aln.fa_cl.fa gs.fa ce.fa_se After TEtrimmer 9634 b P

size: 9634bp; fragments: 965; full length: 0 (>=8670.6bp)
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/ 594 .fasta.b.bed uf.bed g 4.bed fm 1.bed 0O O bcin.fa_aln.fa_cl.i After TEtrimmer Extended plOt Blue lines are boundaries

size: 9934bp; fragments: 966; full length: 0 (>=8940.6bp)
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divergence to consensus (%)

TE: Itr 1 family 594 Before TEtrimmer 12236 bp

size: 12236bp; fragments: 14526; full length: 0 (>=11012.4bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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