Start crop Point End crop Point

1 MSA length = 6701

AACBTGCCT- - - - - TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGICTTTTTGTCCTCGGGCGCCACCCCCAAA- -~ -~ - - - - - - TTCACGCCTAGCATTTAAGTTAAAAAAAAAATATACGGACTTCATTACAAATTAAAAANTTGGTTTTA- - -[TAAATAT ————T ATAATTT - -liTAT
AACITGCCT ----- TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGIICTTTTTGTCCTCGGGCGCCACCCCCAAA- -~ -~ - - - - - - TTCACGCCTAGCATTTAAGTTAAAIAAAAAAATATACGGACTTCATTACAAATTAAAAA TTGGTTTTA- - -@TAAATATH--- -7 ATAATTT——ITAT
------------- TGTAACAGTC —TTTTTTT.AAAGCT—TTACTAACGCCTAACAGTCGG CTTTTTGTTCTCGGGCGCCACCCCCAAA- -~ -~ -----TTCACGCCTAGCATTTAAGTJAAATAAAAAAATATACGGACTTCATTACAIATTABAARTTTAATTTTR- - ABTAAATATRT - - - TAACAATTTTGTTAR
------------ TGTAACAGTC-TTTTTTT AAAGCT-TTACTAACGCCTAACAGTCGGICTTTTTGTTCTCGGGCGCCACCCCCAAA - = = = = = = = = = = o o o e o m e o m o m o o m o o m o o d o f o d o o d o o d o o d o m o d o oo o m o d o m o o o f o o d oo e oo e e e e e e e e e e e e oo -
-------------------------------------------------------------------------------------------------------------- TTCCCGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTAC- - -« -« - -AATTRG- -« -« - -@TT-TAATTTAATTT- - TTA-
------------- TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGG CTTTTTGTCCTCGGGCGCCACCCCCAAA————————————————————————————————————————————————————————————IA—CAAIAITTT—GTTTTA———ICAA——————————IACAATT—TG————
-------------- TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGCTTTTTGTCCTCGGGCGCCACCCCCAAA - = = = = = = = o m o o o e o o f m o m m e m m o m o e f m o o e o o o f e m o f o f f o m o m f m e m o m e o oo o e e e e e e e e e e o o
------------------- TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGICTTTTTGTCCTCGGGCGCCACCCCCAAA----------TTCACGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACAACTCAAAAATTTAATTTTAATAATAT-TATTRTAATATTA-TT----A-
------------------- TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGG CTTTTTGTCCTCGGGCGCCACCCCCAAA——————————TTCACGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACAACTCAAAAATTTAATTTTAATAATAT—TATTITAATATTA— TT----A-
. TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGCTTTTTGTTCTCGGGCGCCACCCCCAAA- - - - - = - - - - TTCACGCCTAGCATTTAAGTIIAAATAAAAAAATATACGGACTTCATTACAACT - - - - - TTE-------- oo oo - - TTT- - - - -TTGTTAT
. TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGCTTTTTGTTCTCGGGCGCCACCCCCAAA - - - - - = - - - - TTCACGCCTAGCATTTAAGTIAAATAAAAAAATATACGGACTTCATTACAACT ----- ITTI ----------------- TTT- - - - -TTGTTAT
AATTTGCCTCTTCA IEITCT-TTIC#TGAAGTITTICIAACGICTAACAIT.G CTTTTTGTCCTCGGOMGCCARIRECCABA - - - - - - - - - - o - e - oo ool
------------------- clcTc-TTTTTTT AAAGCT-TTACTAACGCCTAACAGTCGGICTTTTTGTCCTCGGGCGCCACCCCCAAA - = = = = = = = = o = m o o e o o m o o e o oo o o f o o f o o f o o f o o f o o o o o d oo d e o d e e e e e e e e e e e e o e e
-------------- TGTAACAGTCTTTTTTTTCTA- - AAAGIE T TACTAACGCCTAACAGTCGGCTTTTTGTTCTCGGGCGCCACCCCCAAA - = = = = = & = m o oo m o oo e e e e oo e e e e e e e e e e e e e e e e e e e e e e e e o S AA - - - - - AATAATIITTATT
-------------- TGTAACAGTCTTTTTTTTCTA- - AAAGIRT TACTAACGCCTAACAGTCGGCTTTTTGTTCTCGGGCGCCACCCCCAAA - = = = = = & = m o oo e o oo e e e e e e oo e e e e e e e e e e e e e e e e e e e e e e e S AA - = - - - - AATAATITTATT
AATTTGCCTCTTCA T.AAIAITCT-TTIC TGAAGT TTICIAACGICTAACAIT.G CTTTTTGTCCTCGGGIGCCA-CCAIA

------------ CA TGTAACAMTCTTTTTTTT TGAGCT-TTACTAACGCCTAACAGTCGGECTTTTTGTTCTCGGGCGCCACCCCCAAA

-------------------------------------------------------------------------------------------------------------- TTCCCGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACA - - == - == m - m o e e oo o= AT - - - - —A.TI—TA—TAIC —.TTI—TTAT
A--TTGCHlT----A TGTAACAGTCTTTTTTTTCTA- - AAAGITTACTAACGCCTACAGTCGGIICTTTTTGTTCTCGGGCGCCACCCCCAAA - = = = = = = = = = m m o m m e m e e e e e @ e @ e @ e @ m @ e @ e @ e m e @ e e e @ e o e e e e e e e e e e e e e e e e e e e e e e e e e o s TTTTATTAT
A——TTGCIT————A TGTAACAGTCTTTTTTTTCTA - - AAAG TTACTAACGCCTAICAGTCGG CTTTTTGTTCTCGGGCGCCACCCCCAAA - = = = = = = = = mmm m o m m e m e @ e @ e @ e m e @ e m e @ e @ e @ e m e @ e @ e e e m e e e e e e e e e e e e e e e e e e e e e e e e e e e e e o -
aaTTfcccTeTTCa TAATRAGA A TCT TTHRccTBcTcAaacTHTTHC CTAACART CTTTTTGTCCTCGGGHGCCA CCABA - - - - - - o o oo e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e N
AATTTGCCTCTTCA TRAATAGAA TCT TTHcCcTBGTGAAGTHTTHC CTAACART CTTTTTGTCCTCGGGHMGCCA o0 - 1N
AATTTGCCTCTTCA TAATAGAA TCT TTHcCcTBGTGAAGTHTTHC CTAACART CTTTTTGTCCTCGGGHMGCCA 00 - 1 TAATAR----A----
AATTTGCCTCTTCA TRAATAGAA TCT TTRcCcTBGTGAAGTHTTHC CTAACART CTTTTTGTCCTCGGGHMGCCA o0 - 1N
AATTTGCCTCTTCA TRAATAGAA TCT TTHcCcTBGTGAAGTHTTHC CTAACART CTTTTTGTCCTCGGGHMGCCA 00 - 1N TAATA-TT--A--- -
----------- TETGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGG CTTTTTGTTCTCGGGCGCCACCCCCAAA——————————TTCCCGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACAACTTA TT- A TTTAAAACBAGTATTTTAATAATAA- - -ATTAT
----------- T TGTAACAGTC TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGG CTTTTTGTTCTCGGGCGCCACCCCCAAA——————————TTCCCGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACAACTTA AARITT - A TTTAAAI IAGTATTTTAATAATAA———IATTAT
AATTTGCCTCTTCA T TCT CCTIGTGAAGTITTICIAACGICTAACAITIG CTTTTTGTCCTCGGGIGCCA.CCAIA ------------- ITITIT ------------------
AATTTGCCTCTTCA T A TCT CCTBGTGAAGT AACGEBCTAACA CTTTTTGTCCTCGGGHMGCCA oo - 1N
GG--mmmmmmmm T TGTAACAG - TTTTTTCCTAGAGAGCTATTACTAACGCCTAACAGTCGGCTTTTTGTTCTCGGGCGCCACCCCCAAA- - == - = - - - TTCACGCCTAGCATTTAAGT[JAAATAAAAAAATATACGGACTTCATTACAAA-TAAAAATTTA-T - -AATATATATTTTAATAATAATTTTATTAT
AGT - -----=--- TR TGTAACAGTC-TTTTTTTCTA- - AAAGII T TACTAACGCCTAACAGTCGGCTTTTTGTTCTCGGGCGCCACCCCCAAA - - = - - - = - - - TTCACGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACA———TAAA TAAT TTABT-ATAA-TATTTTRATAATEATTTTATTET
AGT - -----=--- T TGTAACAGTC-TTTTTTTCTA- —AAAGITTACTAACGCCTAACAGTCGG CTTTTTGTTCTCGGGCGCCACCCCCAAA- - - -~ - - - - TTCACGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACA - - —TAAA TAAT TTABT-ATAA- TATTTTIATAAT ATTTTATTIT
-------------- TR TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGIICTTTTTGTCCTCGGGCGCCACCCCCAAA----------TTCACGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTAA- - - - - - o oo oo TT-TAATAATARTTTTATTAT
-------------- THBTGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGG CTTTTTGTCCTCGGGCGCCACCCCCAAA——————————TTCACGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTAIA——————————————————————————ATITT—TAATAATA TTTTATTAT
--------------------- TGTAACBGTCTTTTTTTTCTA-AAAGCTATTACTAACGCCTAACAGTCGGIICTTTTTGTCCTCGGGCGCCACCCCCAAA----------TTCACGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACAAACTAAAAA TTTTATTAT
--------------------- TGTAACBGTCTTTTTTTTCTA-AAAGCTATTACTAACGCCTAACAGTCGGICTTTTTGTCCTCGGGCGCCACCCCCAAA----------TTCACGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACAAACTAAAAA TTTTATTAT
AATTIGCCTCCTCA T.AA TCT-TTITITIGTGAAGTITTICIAICGICTAACAIT.G CTTTTTGTCCTCGGGIGCCA-CCAIA --------------------------------------------------------------------------------------------------------------
A-vmmmm - fclcA TGTAACEGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGIICTTTTTGTCCTCGGGCGCCACCCCCAAA - = = = = = = = = = = m m o m e e m e m e @ e e e @ e e e @ e @ e @ e @ e o e @ e o e e @ e m e @ e @ e @ e e e e e e e e e e e e e e e e e e e e e e e e e o e
--------- CTT TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGICTTTTTGTTCTCGGGCGCCACCCCCAAA - = = = = = = = = = m m e e e m e m e @ e e e o e @ e @ e @ e e e @ e @ e @ e m e @ e @ e @ e m e o e m e m e e e e e e e e e e e e e e e e e e e e m o e
Gro-mmmmmmm e TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGICTTTTTGTTCTCGGGCGCCACCCCCAAA - - = = = = = - = - TTCACGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACAAAC- - - - - ATTRA- - - - - - GTATTT-- - TAATAARTTATEA -
-------------- TGTAACAGTCTTTTTTTTCTA- - AAAGIIT TACTAACGCCTAACAGTCGGICTTTTTGTTCTCGGGCGCCACCCCCAAA----------TTCACGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACAAATTAAABATTTAABT TTAAAAATAA-TATTTTAATAATAATTTTATTAT
-------------- TGTAACAGTCTTTTTTTTCTA - —AAAGITTACTAACGCCTAACAGTCGG CTTTTTGTTCTCGGGCGCCACCCCCAAA - - - - = - - - —TTCACGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACAAATTAAAIATTTAAITTTAAAAATAA—TATTTTAATAATAATTTTATTAT
R TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGICTTTTTGTTCTCGGGCGCCACCCCCAAA - - = = = = = - = - TTCACGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACAAAC- - - - - ATTRA- - - - e - - GTATTT-- - TAATAARTTATEA -

AATTTGCCTCTTCA T.AAIAITCT-TTITCTIGTGAAGTITTICIAICGICTAACAIT.G CTTTTTGTCCTCGGOMGCCARRICCABA - - - - - - - - - - o - e - ool

---------------- TGTAACAGTC-TTTTTTT

AAAGCT-TTACTAACGCCTAACAGTCGGCTTTTTGTTCTCGGGCGCCACCCCCAAA - = = = = = = = & & o s m oo e @ e o m m e & f ot e oo o e m e o f ot e @ et e f e o m f et ot e m et m m et ot e m o e m et f o e m it i e e d oo i emoooaemaoeoa o

AITITGATITIAAAAATATAIETTTTAATITIAATTT -WrrA-
ATEHTT-- - oo -

TTCCCGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACA- - - CAAAAATTTAATTTTAAAAATAT - TATTRTAATATTA-Jr7----A-
TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGIICTTTTTGTTCTCGGGCGCCACCCCCAAA = = = = = = = = = % & m m m e & m e & f e & m e & @ e & f ot & m e & @t @t ot @@ e @ f e @@t @t ot & f e @@t & f e @@t @ ot ff ot df e ff ot m e m ot ot mf e mf ot mf e d it m o e e meemamaamao s

----------------- TGTAACAGTC-TTTTTTTCTA- - AAAGIT TACTAACGCCTAACAGTCGGICTTTTTGTTCTCGGGCGCCACCCCCAAA--=--------TTCACGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACAAA-TA--AATTTAATTTTAAAAATAAATIITTTIAATEACAATTIITGITAT
----------------- TGTAACAGTC-TTTTTTTCTA- —AAAGITTACTAACGCCTAACAGTCGG CTTTTTGTTCTCGGGCGCCACCCCCAAA----------TTCACGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACAAA-TA- —AATTTAATTTTAAAAATAAATITTTIAATIACAATTI ITAT
GG---------- - TGTAACAG- TTTTTTCCTAGAGAGCTATTACTAACGCCTAACAGTCGGRCTTTTTGTTCTCGGGCGCCACCCCCAAA- - = - = - = - - - TTCACGCCTAGCATTTAAGTJAAATAAAAAAATATACGGACTTCATTACAAA-TAAAAATTTA-TTTR- - AATATATATTTTAATAATAATTTTATTAT
GG---------- - TGTAACAGEM - TTTTTTCCTAGAGAGCTATTACTAACGCCTAACAGTCGGIRCTTTTTGT TCTCGGGCGCCACCCCCAAA = - = = = = = = = = = & m & s & s o e m e m s o e ot o ot ot ottt ot ot o b o o b o b b b o e f ot f o f o et f e e o e e e e oo e oo i eiee oo
---------- TTC TGTAACAREC- TTTTETTCTAGAGAGCTATTACTAACGCCTAACAGTCGGMCTTTTTGTTCTCGGGCGCCACCCCCAAM - - - - - - - - - s e e m ot oo oot TBA e LT T -
-------------- TGTAACAGHC-TT|TTTTCTGAGAGCTATTACTAACGCCTAACAGTCGG CTTTTTGTTCTCGGGCGCCACCCCCAAI—————————————————————————————————————————————————————————————————————————————————————————————————————TTI——TTAI

TGTAACAGEC-TTTTTTCCTAGBGAGCTATTACTAACGCCTARCAGTCGOMCTTTTTGTTCTCOGGCGCCACCCCCAAA - - - = - = - - = o & oo - ot f Lo oo Lo ... _._._._.._._...
TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGMCTTTT BT CTCGGGCGCCACCCCCAAA - - = = - = - - = o & s s f s f oo oL oo __._._.._._...
TGTAACABBC- TTTTTTTCTAGAGAGCTATTACTAACHCCTAACAGTCGGMCTTTTTGTTCTCGGGCGCCACCCCCAAT- - - - - - - - - m s - s oo oot Lo __......__._._.._._...
----------------------------------- TT cc TGAAGII - - - - - - - - - - o e e e e e e e e e e e e e e e e e oo
----------------------------------- TT@CC TGAAGI
TGTAACA C-TTTTETTCTAGAGAGCTATTACTAACGCCTAACAGTCGGICTTTTTGTTCTCGGGCGCCACCCCCAAM- - - - - - - - o oo oo ittt e it ot et et et e e e e e oo o e e e oo oo i e i mm e e et
TGTAACA C-TTrTTTCTGAGAGCTATTACTAACGCCTAACAGTCGG CTTTTTGTTCTCGGGCGCCACCCCCAAI
TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGICTTTTTGT TCTCGGGCGCCACCCCCAAA = - = = = = = = = = = & = & s & s & e o e f e o e o o o ot o ottt ot ot o o o o b b b o b e b f o f o f e e e f e e e e et e e e oot e i eiei e oo
TGTAACAGIC- TTTTTTCCTAGAGAGCTATTACTAACGCCTAACAGTCGGICTTTTTGTTCTCGGGCGCCACCCCCAAA- - - - - - - - - - TTCACGCCTAGCATTTAATTAAATAAAAAAATATACGGACTTCATTACAAATCEARAATTTGATTTRA- - - - - - - ABATTH- - - TBACARTTTTCHTET
TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGICGGRCTTTTTGTTCTCGGGCGCCACCCCCAAR- - - - - - - - - oo oo oo bttt o oo e o e b bt e e e oo e e et e e e e e e oo e i e e ee e o
TRGAABARTCTEEE T TBccTBCTGAAGTRT TECBABCCECTAACARTIRIGECT TTTTGTCCTCGGOMGCCAIIICCABA - - - - - - - - - - - - m oo oo oL Lo
TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGCTTTTTGTTCTCGGGCGCCACCCCCAA- - - - - - - - - o o oo it e e e oo e i e e e ea s CETgTA------- NG 1
TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGMCTBTTTGTTCTCGGGCGCCACCCCAAA - - - = - - - - - oo oot f Lo Lo _._......__._._...._._.
TRTAACAGTCTTTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGMCTTTTTGTTCTCGGGCGCCACCCCIAAA - - - = - = - -« - - oo oot oL Lo oo _.__._._...._._.
TGTAACAGRIC- TTTTTTCCTAGAGAGCT A= - - = - = - - =& - o - f oot oL Lo Lol
TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGIICT TTTTGT TCTCGGGCGCCACCCCCAAA - = = = = = = = = = = & = & s & s m e @ e & s o e o o oot ot ottt ot o o b ot b b b o b e b f o b o f o et f et e e et e et e e e e i eiee oo
TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGRCTTTTTGTTCTCGGGCGCCACCCCCAAT- - - - - - - - - o s oo oo oo oL oo ._......__._._.._._...
TGTAACAGTC-TTTTTTCCTAGAGAGCTATTACTAACGCCTAACAGTCGGMCTTTTTGTTCTCOGOMGCCACCCCCAAA - - - = - = - -« - & oo - st oo oL __...._.__._._.._._._.
TGTAACAGTC-TTTTTTTCTAGAGAGCTAT TACBAACGCCTAACAGTCGGMCTTTTTGTTCTCGGGCGCCACCCCCAAA - - - = - = - -« o & oo oo f oo oo Lo oo.o..o.__._._.._._...
TGTAACAGTC-TTTTTTCCTAGAGAGCTATTACTAACGCCTAACAGTCGGIICTTTTTGTCCTCGGGCGCCACCCCCAAA - - - -~ - - - TTCACGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACAAATTAI— —TIA—TTTTIAAAITIAATATTITAITAATAATTTTATTIT

AATTIGCCTCTTCA
AAC- - - - - - Acrca

TGTAACAGTC-TTTTTTCCTAGAGAGCTATTACTAACGCCTAACAGTCGGIICTTTTTGTCCTCGGGCGCCACCCCCAAA - - - -~ - - - TTCACGCCTAGCATTTAAGTTAAATAAAAAAATATACGGACTTCATTACAAATTAGHE- - TRBA - TTTTHAAARTIRAATATTRTABTAATAATTTTATT
TGTAACAGTC-TTTTTTCCTAGAGAGCTATTACTAACGCCTAACAGTCGGICTTTTTGTCCTCGGGCGCCACCCCCAAA - = = = = = = = = = = & m & s o s m e o e m e o et o oot ot ottt ot ot o o o o o o o b o b e b f o b o d o m o f o e o e o e oo e e o mioieeea oo
TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGICTTTTTGT TCTCGGGCGCCACCCCCAAA = = = = = = = = = = = & m & s & s o e f e o e o o et ot ottt ottt ot o o o o o b o b o b e o f o b o f e f e f e e o e et e e e oo e i eiee e oo
GTAGCETECE 7T TG T T BB A BB 1A - - - - - - - - - - - oo n Ll
TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTBACGCCTAACAGTCGOMCTTTT BT CTCGGGCGCCACCCCCAAA - - - = - = - - = - & oo oot f oLt f Lo o_...._.__._._...._._.
-------------------- TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACACGECGGRCTTTTTGTTCTCGGGCGCCACCCCCAAT- - - - - - - - - o oo - oo oo Lo __......__._._.._._...
TGTAACAGTC-TTTTTTTCTAGBGAGCTATTACTAACGCCTAACAGTCGGMCTTTT BT CTCGGGCGCCACCCCCAAA - = - = - = - - = - - oo s f o f oot oL o_......__._._.._._...
TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAARGCCTAACAGTCGGRCTT - TTIHETCTCGGGCGCCACCCCCAAA - = - = - = - - = o & oo oot f oL oL L. oo __._._.._._._.
TGTAACAGC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGIRCTTT T THMMT CTCGGGCGCCACCCCCAAA = - = = = = = = = = = & s & s & s m s f e o e o o ot ottt ottt ot ot o o o o o b o o b b b b et f o f e f et f et e e et e e e e e e i eiee oo
GTAA-!C-TTTT-AGIAAG-—TACIA.G.TAICIGTCGG TTTTTHMTCTCGGGCGCCACCCCCAAA- - - -~ - - - - - TTCACGCCTAGCATTTAABTTAAATAAAAAAATATACGGACTTCATTACA -« -« - cocmcmmmm oo MCAA- - e
TGTAACAGTC-TTTTTTTCTAGAGAGCTATTACTAACGCCTAACAGTCGGMCTBTTTGTTCTCGGGCGCCACCCCAAA - - - = - - - - - oo oo ot oL __...._.__._._...._...
TITAACAGIC TTTTTTCCTAGAGAGCTATTACTAACGCCTAACAGTCGGMCTTTTTTTCTCGGGCGCCACCCCCAAA - = - = - = - - = o & o= oot f oo oL L. ..__._._.._._._.

TAA TG T T T T A G ARG - - - - - - - - - - - - - - oo o s Ll

TGTAACAGTC-TTTTTTCCTAGAGAACTATTACTAACGCCTAACAGTCGGCTTTTTGTTCTCGGGCGCCACCCCCAAA - - = - = - = - = & o oo s oo oo oL ooooooooo-o..
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i fm_1.bed 0 0_n.bed g 1.bed fm 2.bed 0 0 belnfa ainfa clfa After TEtrimmer 6701 bp

size: 6701bp; fragments: 2284; full length: 0 (>=6030.9bp)
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size: 7106bp; fragments: 1715; full length: 0 (>=6395.4bp)
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