Start crop Point End crop Point

1 MSA length = 6988 1
-------------------------------------------------------------------------------------------------- TTTTATACACATTTAGCTAAATTTTTGTTCTATAAGTTATTTTTCTGTAA
TATATAAAAATTATTAAGTTGTCTGTAT - -TATTTAATTGTBATTTTCACTTTTATTATTTBABT - - TAGAC - - - - TAGTAAAAATIBA - - - - - - - - o - oo m o m oo
TACTTAGATATTC-TAAGTTGTTTATACTAATTAATTGTAA- - - - - A-emmm-- TRTTTTRATAA - oo e oo N e
-------------------------------------------------------------------------------------------------- TTTCATGCAGGTTCATCTAAAATATTTTTCTATAAATCATTTTTCTGTAA
____________________________________ /o
-------------------------------------------------------------------------------------------------- GTTTATACACGTTTATCTAAATTTTTTTCCTATAAATTATTTTTTTGTAA
CATTCAAAGGTT-TTAABBCGTCETTABACTAATT@ATTTAATTTTTATCTTTATTACT TTAATAATAGAAGT TTTAGTAABAATAA - - - - - o - oo e oot
-------------------------------------------------------------------------------------------------- TTTTGTATACGTTTATTTAAATTTTTTCTCTATATATTATTTCTCTGTAA
- - TTTTAAAATTCCRAAGTTCTCTTTTTAG- - - - TAATTGTAATTTTTATTTTTATTATTTTAATAATAGAAAT TTTAGTAAAAATIIA - - - - - - - o c e et oo
-------------------------------------------------------------------------------------------------- TTTTATACTCGCATATCTAAATTTTATTTCTATCAACTATTTTTCTGTAA
---------- TRCTTARGT- - -CTTRTTACTGATRARGTGTAATTTTTATTATTATRACTRTAATAR- - - - - GTTTTAMTAAAR T TAA - - -« - e - e
--------------------------------------------------------- ATTTTAABAACAGAAGT TTEAGTAA - AATAA - - -« o« s oottt oL oo oo
TATTAAAAAATTCTTIAGTTGTCTGTATTCTAAT.ATTGTAATCGTTATTTTTGTTATITIAI!AATAGAAGCTTTAGTAIAAATAA ------------------------------------------------------------
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bed fm_1.bed 0 O n.bed g 1l.bed fm _2.bed 0O O bcIn.fa aln.fa _c
size: 6988bp; fragments: 73; full length: 0 (>=6289.2bp)
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d g Lbed fm Lbed 0 0 n.bed g Lbed fm 2.bed 0 0 bcinfa a After TEtrimmer Extended plot Blue lines are boundaries
size: 8911bp; fragments: 73; full length: 0 (>=8019.9bp)
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divergence to consensus (%)
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TE: Itr_1 family 28

size: 270bp; fragments: 20; full length: 18 (>=243bp)
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After TEtrimmer ORF and PFAM domain plot
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nsus before TEtrimmer (bp)
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