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MSA length = 2860 1
------------------------------------------------------------ TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTTTCGACGCGACA

ATCCTATAAAAAAACTTAGTTATTTAAATTCATTTTCTTCAAAATAATAAAAT ----=-=--=--- TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTITTTCGACGCGACA

TTATTIAATTTTATTAATAA T

TT--- —AIETITA— -AATATIT
A

-------------------------------------------------------------------------------------------------------------- TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTTTCGACGCGACA TCITCIT TTTATEETAT
------------------------------------------------------------------------------- TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTTTCGACGCGACA TTATTEAATTTTATTAATAART
-------------------------------------------------------------------------------------------------------------- TATTTCCAAGGAGACGECINGR T TTCACTRCETAGTTRTT----------- TC----ABTTTT---AABAT
---------------- BcTTABCEABABCT----------ABBC ABC - - - e e . TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTAGTGAGCGACA TCAGTH----------------
BcorAac@TTTTATGTGCTATTRABAGTTCTCABBAG - T CGARATTCTATAARAAATIBTAGTTATTTAAARTCACETTCTTTAAAARAATAAAAT - - - - - - - - - TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTTTCGACGCGACA TTATT AATTTTATTAATAAI
-------------------------------------------------------------------------------------------------------------- TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTTTCGACGCGACA TTATTEAATTTTATTAATAART
TCGGTAACATTTTATGTGTTAATTAAAAGTTCGACAAAAA -[lITCGABATCCTATAAAAAAACTTAGTTATTTAAATTCATTTTCTTCAAAATAATAAAAT - = - == - = - - - TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTTTCGACGCGACA
TCGGTAACATTTTATGTGTTAATTAAAAGTTCGACAAAAA—ITCGAIATCCTAIAAAAAAACTTAGTTATTTAAATTCATTTTCTTCAAAATAATAAAAT ---------- TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTTTCGACGCGACA
-------------------------------------------------------------------------------------------------------------- TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTAGTGACGCGACA
TCGGTG------=--=--=--- TTRABARTTCGA- - - - - - - TTRTATAAARAAACT TACEMATTTAAATCACEBTRT T TAAARTEATARBTGT - - - - - - - - - - TATETCCAAGBAGACGTGTTGTTAAGACGGGTAGT TTTAGTGACGCAC- - - - - - - - o c e e
TCGGTAACATTTTATGTGTTAATTAAAAGT TCGACAAAAA - BT CGABATCCTATAAAAAAACT TAGT TA - - = - = - = & = & m & s o s o e o e m e o e o e m e o e o o o ottt ottt ottt ottt b e oo f o f o f o m ot f ot f ot m ot fd ot et et e o et et e o e oo ot e ettt m e et e i o i o i e e oo
TCGGTAACATTTTATGTGTTAATTAAAAGTTCGACAAAAA -[lTCGABATCCTATAAAAAAACTTAGTTATTTAAATTCATTTTCTTCAAAATAATAAAAT - == == - = - - - TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTTTCGACGCGAMA TCAICIAAITTIA——AATITIT
-------------------------------------------------------------------------------------------------------------- TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTAGTGACGCGACA TATTH---------AGTAA

-------------------------------------------------------------------------------------------------------------- TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTAGTGACGCGACA
-------------------------------------------------------------------------------------------------------------- TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTAGTGACGCGACA .

-------------------------------------------------------------------------------------------------------------- TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTAGTGACGCGACA -
-------------------------------------------------------------------------------------------------------------- TATTTCCAAGGAGACGTGTTGTTAAGACGGTAGTTTTAGEGACGCGACA e
---------------- BT TArBTABARBT T TCCTBAAABGABBCABATT- - - - L . TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTAGTGACGCGACA CAAAACAA TTATT TATTTT.iAATA.T
-------------------------------------------------------------------------------------------------------------- TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTAGTGACGCGACA -AGAARTT TTTTTHAATTTTATR- - - - - - -
-------------------------------------------------------------------------------------------------------------- TATTTCCAAGGAGACGTGTTGTTAAGACGJGTAGTTTTAGTGACGCGACA —AIAI!TT TTTTCR--------TAAGAART
------------------------------------------------------------------------------------------------------------------- CAAGGAAI - - - - - - - m el
-------------------------------------------------------------------------------------------------------------- TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTAGTGACGCGACA -FABACTTEBAATGT TTTTEECA e
---------- TTTATETECEAATEAAAAGTECCARTTTEA AT TCBART TCCTATAAARAAACT TABTTATTTAAGT TCATTTACTTCCGGATAATAAAAT =« =« -« o« - BT T T - - c o c o m e e —-—AA— - - —TlGETTTIAITA S e - AATABET
--------------------------------------------------------------------- TTTAAGTTCATTTACT TCCGGATAATAAAAT - = = = & = & & o o o o o o o o oo o m o m o f o f oo o e o et e o et e o et ettt et e ot o e m e e e e e e e
TCRMGTCBCATTTTATG <= = m s e e e o e e e e o BB CGARBAT C - - e e TATTTCCAAGGAGACGTGTTGTTAAGACGGGTAGTTTTAGTGACGCGACAT -AAAACTTEAARTTTTTTRTTATTRATTTTATTAATAART
-------------------------------------------------------------------------------------------------------------- TATTTCCAAGGAGACGTGTTGTTAAGACGGJTAGTTTTAGTGACGCGACA CAABART - -

-------------------------------------------------------------------------------------------------------------- TATTTCCAAGGAGACGTG- - - TTAAGAGGGTAGTTTTAGTGACGCGAC- - =« -« === == === - A
.

-------------------------------------------------------------------------------------------------------------- TATTTCIAAGGAGACGTGTTGTTAAGACGGGTAGTTTTAGTGACGCGACA_—AIAAIT ACETRTRAARTET T THAATRAGHEAT - - ATAATG

-------------------------------------------------------------------------------------------------------------- TATTTCCAAGGAGACITGTTGTTAAGACGGGTAGTTTTAJjTGlicGCccAcA e e e e e
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.bed uf.bed g 1.bed fm 1.bed 0 O bcIn.fa _aln.fa_cl.fa_gs.fa ce.f:
size: 2860bp; fragments: 74; full length: 0 (>=2574bp)
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After TEtrimmer 2860 bp
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asta.b.bed ufbed g Lbed fm Lbed 0 0 bolnfa alnfa clfa gs.f After TEtrimmer Extended plot Blue lines are boundaries

size: 3825bp; fragments: 72; full length: 0 (>=3442.5bp)
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TE: Itr 1 family 253 Before TEtrimmer 512 bp

size: 512bp; fragments: 48; full length: 24 (>=460.8bp)
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After TEtrimmer ORF and PFAM domain plot
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nsensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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