Start crop Point End crop Point

1 MSA length = 7131
ATGBERAT TAAT - - - - oo e e e o e oo oo o Y Y ol I I I N R I T I ACACATTATTTTCCATCTCTAATTAAACCCCCACAATCC TCCCITTACAI ------------------

ATGIATTAAT --------------------------- X o i ACACATTATTTTCCATCTCTAATTAAACCCCCACAATCCHTCCClTTACA
ATAAAATEGATTAATHABET TBT--------------- A AT T T BA - - - - v e e e ACACATTATTTTCCATCTCTAATTAAACCCCCACAATCCATCCCHTTAA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCIATCTCTAATTAAACCCCCACAATCCATCCCATTAC————————TTTTT

-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCATCTCTAATTAAACCCCCACAATCCATCCCATTAC--------TTTTT
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACCCCCACAATCCATCCCTTA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACCCCCACAATCC TcccATTECA

-AAA--TTTTT
-AAA--TTTTT

-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACCCCCACAATCC TCCCATTECA

-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACCCCCACAABCCABCCCATTACAR- -----TTTEAA- - - ABTEEABEA T TG TTRAA - - - ABTT
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACAG------BTTTTAT- - -BETET AR B TETACATAAG- - - -

GTAAAATTAATTAATTAGTTTTTAGATAAATGAATAACAACTTTTAGAATTGTTGATATATTTAAAT TTCAAGAAATAT TT T TTAT TAAAT TTTAGATAC - = = = = = = = = = % @t @t &t & e &t e & @ e @@t @@ m &t @t it @t ot @@t @t ot @@t @@t @@t &t it @t ot & @t m ot e &t ot m ot @ f e mmdmm e m i dm i dmmdmmammeameemeam e
GTAAAATTAATTAATTAGTTTTTAGATAAATGAATAACAACTTTTAGAATTGTTGATATATTTAAATTTCAAGAAATAT TT T TTAT TAAAT TTTAGATAC - = = = = = = = = = % @t @t &t @ @ a & ot @@t &t m @@t & e @@ m @ fm @@t @@t @ m it @@t @@t &t ot @ f e @t e f ot ot m ot ot f ot e @ f e @ f e mf e mm e m i e e maamemmeamamea o
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACA

----------------------- A AT AAATG - - - - ¢ o e o i i i e et et e e e e e e e e eaaaiaaaaaaaaaa------ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACA

----------------------- AIATAAATG——————————————————————————————————————————————————————————————————————————————ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACARMAAAAAA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACARMAAAAAA
GTAAAATTAATTAATTAGTTTTTAGATAAATGAATAACAACTTTTAGAATTGTTGATATATTTAAATTTCAAGAAATAT TT T TTATTAAAT TTTAGATAC - = = = = = = = & o %t m ot &t @t &t &t &t f ot e mf e mf e mm e m i e mmm e o e e s
GTAAAATTAATTAATTAGTTTTTAGATAAATGAATAACAACTTTTAGAATTGTTGATATATTTAAATTTCAAGAAATAT TT T TTATTAAAT TTTAGATAC - = = = = = = % @ m %t m ot &t @t &t &t m e f e ff e mm it mm e m i e m o em e o e e o

---------------------------- AATGAATGA TTTG F e e e e e e e e e e e e e e e e e e ieeeeaeaaeaaeooo---ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACA

AA AA
---------------------------- AATGAATGAIAAITTTGIAA— F e e e e e e e e e e e e e e e e eeeeeeeeaeeeaaeaao-o---ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACA

-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCAATTAAACTCCCACAATCCATCCCATTACA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCIAATTAAACTCCCACAATCCATCCCATTACA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACARMAA

----------- TAR T TG T T T T TAGATAA - - = - = - s - s - e -t ot e f Lo LLLo.....-.-._._.-.-.-------ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACABAA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACA
GTAAAATTAATTAATTAGTTTTTAGATAAATGAATAACAACTTTTAGAATTGTTGATATATTTAAATTTCAAGAAATAT TT T TTAT TAAAT TTTAGATAC - = = = = = = % = = % m @t &t & e &t @t m @@ m @@ m @t m @ m @ fm @@t @@t @@t & @t @@t @ ot @ @t @@t &t e &t it @t e @ f e mmdmmmm i dmmemmdmmdmmeameemeem e
GTAAAATTAATTAATTAGTTTTTAGATAAATGAATAACAACTTTTAGAATTGTTGATATATTTAAATTTCAAGAAATAT TT T TTAT TAAAT TTTAGATAC - = = = = = = = =« % @t m ot &t @ a &t it @ @ e & f it @@t @ m @ e @ fm @@t @t @@t & @t @@t &t e @ f e &t e &t ot &t ot @t e @t @ f e mf e mm e mm e e o eamemmeamamea e
GTAAAATTAATTAATTAGTTTTTAGATAAATGAATAACAACTTTTAGAATTGTTGATATATTTAAATTTCAAGAAATAT TT T TTATTAAAT TTTAGATAC - = = = = = = = = m %t m ot &t &t &t &t &t &t mf e mm e mm e m i e e i mm e o e e AAAGA-TTTTTAT- -AABTHBAREA TR TAB- - - - - - - ----------
GTAAAATTAATTAATTAGTTTTTAGATAAATGAATAACAACTTTTAGAATTGTTGATATATTTAAATTTCAAGAAATAT TT T TTATTAAAT TTTAGATAC - = = = = = = % @ m %t m ot &t @t &t &t m e f e ff e mm it mm e m i e m o em e o e e o AAAGA-TTTTTAT- -AABTIEARGA TR TARM- - - - - - - - ---------
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACA
---------------------------------------------------------------------------------------------------------------------------------------------------------------- AAAAA-TTTTT--- - -
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACARAARAAATTTTTTCljAA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACAR------TTTHRTAA--AA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACA ——————TTTITAA——AA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACARAARAAATTTTTTCjAA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCBTCTCTAATTAAACTCCCACAATCCATCCCATTACAR-------------TAAA
------------------------------------- CAACT T TTAGTAT = = = = =« = s s mmm m i mm i dm i am i am i e aiaacaacaaaaaaaaaaaaaaaaeaaaa---ACACATTATTTTCCBTCTCTAATTAAACTCCCACAATCCATCCCATTACAB-------------TAAA
------------------------------------- CAACTTTTAGTATTGTTGATATATTTAAATTTCAAGAAATATTTTTTATTAAATTTTAGATAC----------ACACATTATTTTCCBTCTCTAATTAAACTCCCACAATCCATCCCATTACAB-------------TAAA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCEBTCTCTAATTAAACTCCCACAATCCATCCCATTACAR-------------TAAA
------------------------------------- CAACTTTTAGTATTGTTGATATATTTAAATTTCAAGAAATATTTTTTATTAAATTTTAGATAC----------ACACATTATTTTCCBTCTCTAATTAAACTCCCACAATCCATCCCATTACAB-------------TAAA
------------------------------------- CAACTTTTAGTATTGTTGATATATTTAAATTTCAAGAAATATTTTTTATTAAATTTTAGATAC----------ACACATTATTTTCCBTCTCTAATTAAACTCCCACAATCCATCCCATTACAB-------------TAAA
------------------------------------- CAACTTTTAGTATTGTTGATATATTTAAATTTCAAGAAATAT TT T TTAT TAAAT TTTAGATAC - = = = = 5 @ s m o m m o m f o d m o df i dm i d e d e i d e mm e ma e mamme e e e meama e oo [l c oo -TAAA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCRBTCTCTAATTAAACTCCCACAATCCATCCCATTACAR-------------TAAA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACAM- - - - -ATATTT--- - -
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACTCCCACAATCCATCCCATTACAM- - - - -ATATTT--- - -
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCAATTAAACTCCCACAATCCATCCCATTACAMATAAAATTTTTAATAAA
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCIAATTAAACTCCCACAATCCATCCCATTACA ATAAAATTTTTAATAAA

-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACCCCCAC-ATCCATCCCATTACABAAAGAATTIITT-----
-------------------------------------------------------------------------------------------------------------- ACACATTATTTTCCATCTCTAATTAAACCCCCAC-ATCCATCCCATTACABAAAGAATTTT - - - - -
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.bed fm_1.bed 0 0 n.bed g 1l.bed fm 2.bed O O bcin.fa_aln.fa

divergence to consensus (%)
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size: 7131bp; fragments: 214; full length: 0 (>=6417.9bp)
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2d g _l1l.bed fm _1.bed 0 O n.bed g 1.bed fm 2.bed 0 O bcIn.fa ¢

divergence to consensus (%)
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divergence to consensus (%)
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TE: Itr_1 family 238

size: 416bp; fragments: 99; full length: 69 (>=374.4bp)

|
100

200
TE consensus (bp)

|
300

|
400

coverage (bp)

80

60

40

20

Before TEtrimmer 416 bp

e I

I I I
100 200 300
TE consensus genomic coverage plot (bp)

I
400

TE consensus self dotplot (bp)

400

300

200

100

100 200 300
TE consensus self dotplot (bp)

I
400

No TE domain detected

100 200 300
TE consensus structure and protein hits (bp)

I
400




After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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'nsus before TEtrimmer (bp)
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