SLdlt LIVY Ul v LIV Fultic

1 MSA length = 3415 1

----------------------------------------------------------------- TGTATAAAAAAAAGAAATATTGTAATTTGGAATAAAATATAAGCTTTAAA
----------------------------------------------------------------- TGTATTAAAAAAAGAAATATTGTAATTTJGAATAAAATATAAGCTTTAAA

TT---TC
TT---BC

ATAA
ATGA

----------------------------------------- TTTAACTAATGATA - = & - s s s e e e e e e e e e e e i e e i mmmmmmmmmmemmemeemeemeemeeeee e ECTTTT e m s e mmmmmmme e e
CAAGTTTTTATAAATACTTATCTTTAAATTAGAAAACAAT TTITAARIAATGATA - - - < - c o c e n e m ACBATGABTT
----------------------------------------------------------------- TETTTTIATG

----- CTTTTTAGATACTTTTTATTAAGTTTGATAACTAATTTTEEBCTAJTGAA TICTAAC ATAA

CAAATTTTTATAAATACTTTTTATTAAATTAGAAAACTATTTTTAACTAATGATA
TAAATTTTAATAAATAAATTTTATTAAACTATAAAAATCTTTTAACTAARRATA CTTTTTC
CAAATTTTTATAAATACTTTTTATTAAATTAGAAAACTATTTTTAACTAATGATA - - == -« - - - TG- - - - AAAAAAAGAAATATTGTAATTTGGAATAAAATATAAGCTTTAAAMTT - - - TC
----------------------------------------------------------------- TGTATTAAAAAAAGAAATATTGTAATTTGGAATAAAATATAAGCTTTAAAIMTT - - -TC

TTTTTTCHATA
ATA
ATAA

ATAA
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.bed uf.bed g 1.bed fm 1.bed 0 O bcIn.fa _aln.fa_cl.fa_gs.fa ce.f: After TEtrimmer 3415 bp

size: 3415bp; fragments: 1348; full length: 0 (>=3073.5bp)
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asta.b.bed ufbed g Lbed fm Lbed 0 0 bolnfa alnfa clfa gs.f After TEtrimmer Extended plot Blue lines are boundaries

size: 3701bp; fragments: 1324; full length: 0 (>=3330.9bp)
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TE: Itr_1 family 226
size: 318bp; fragments: 80; full length: 32 (>=286.2bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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