Start crop Point End crop Point

1 MSA length = 10756
-------------------------------------------------------------------------------------------------------------- ATAAAAARCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCATGA - [JBIlIARAIAA - - - - - - - - TAAAR- - - —TAITITITrAr—
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCATG------TAAA------TTATAAAT------BTRTERTETACEET - -
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGT TTGAATCCAATAAG T TAAGT = = = = = = = = = @ m s m e m et e m e e e m e et oo e e e e i e memcemamee oo
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCATG - - =-scccmeccacaeaca-a-oo---TATTHT ce- -
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCAIGA - AAAATAAA-TATTTTTATHAATATTTTATTHT TA -
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCAIGA—AAAATAAA—TATTTTTATIAATATTTTATT T TA -
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCATG === scccmmaoaaaeaae s AAT--=-T----T -
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCATG- - - - - -TAAA- - - - - - - -ATAJAJA TR T TATTRT T- -
AAAGGAGTTTTAGCAATTGTGTGGGCGACTAAATATTTTAGGCCTTACCTTTATGGACGACAATTTAACATATGCAAAAATTAT T TAAAAATAAAATAGG - = = = = = = = = = & @ oo e m ot e m e f o m f e f ot e m e i e o e oo memmemaoeaoemaoo T A m o s s s e e e e e e e e e e
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAJAACGGGTTGTTTGAATCCAATAAGTTAAGT CAJAGHCAAABEA - - - - TTTAJJAAAT - - - - T TAT
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGT TAAGTCATG - = = = == s s m s m o e m e m e mmm e e mmem e o T- -
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCATG- - AAAATIRAAATATTT|TATAAAGT
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCATG - - AAAATAAAA - = = = - == oo o oo oo -
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCATIIATAAAATAAA-TATTTTTATAAATGTTTTAT
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCATIATAAAATAAA-TATTTTTATAAATGTTTTAT
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCABG- - - - -B@AABE- - - - - - -----------
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCATGTAAAATAAA
AAAGGAGTTTTEGCAATTGTGTGGGCGACTAAATATTTTAGGCCTTACCTTTATGGACGACAATTTAACATATGCAAAAAT TABTTAAAAATAAAATAGG - - = - = - = - = - = - s s e ot ot e L Lo Lo f L L Lo
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTITAT - - - TAIAATA TTTTATIHART
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGIGTTGTTTGAATCCAATAAGTTAAGTCATG S - -A AAAITA -
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAAIGGGTTGTTTGAATCCAATAAGTTAAGTCATG - - - -ABAAA
A = s m e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e ATAAATAAATCTTTTTTAAAAACGGG|TGTTTGAATCCAATAAGTTAAGTCATG- - [JAJA AAAATITTITTAIAIATAITT
-------------------------------------------------------------------------------------------------------------- ATAAATEBAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCATGA
AAAGGAGTTTTAGCAATTGTGTGGGCGACTAAATATTTTAGGCCTTACCTTTATGGACGACAATTTAACATATGCAAAAAT TAT T TAAAAATAAAATAGG - - = = = = = = = = & @ o & s @ & @ e o & m o e o f f e o o e m e o m f e f ot e f ot ff e ot o et o et et o f et oo e m e i e m e oo e oeooemeaccmeaaemam o
AAAGGAGTT----=- - - TGTGTGGGCGRCTAAATATTTTAGGCCTTACCTTTATGGACGACAATTTAACATATGCAAAAAT TATTTAAAAATAAAATAGG - - = - = - = - = -« oo oot oo oo Lot ooooo-oooo..
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCABGAT - AAATIRAA
AAAGGAGTTTTAGCAATTGTGTGGGCGACTAAATATTTTAGGCCTTACCTTTATGGACGACAATTTAACATATGCAAAAATTAT T TAAAAATAAAATAGG - - = = = = = = = = & o o m e m o e m et f o e e f ot e m oo e oo oo memmemameaoemoo T‘G ----------------------------------------------
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCATGATIARATARA- - - - - - - - TAAAIAT.AE“ I ITA-
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGIGTTGTTTGAATCCAATAAGTTAAGTCAR- - - - - - TAAAATATRTIIATAAATATTTTARTET T- -
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCA!ITAC.TIAA— cee--- -BAAAT - - - -TATT@T
AAAGGAGTTTTAGCAATTGTGTGGGCGACTAAATATTTTAGGCCTTACCTTTATGGACGACAATTTAACATATGCAAAAAT TAT T TAAAAATAAAATAGG - - = = = = = = = = & & & & e @ m o e o o f f e o ff e e o m m e o f f e f o e et f f e m bttt ot et e o m o et f o e m e i e oo oo i e eiooemeaccmeaaemam
-------------------------------------------------------------------------------------------------------------- ATAAATAAATTTTTTTAAAACGGGTTGTTTGAATCCAATAAGTTAAGT CAJRAGHCAAABEA - - - - TTTAAAAT - - - - T EE TR Al AT
AAAGGAGTTTTAGCAATTGTGTGGGCGACTABGTATTTTAGACCCTACCTTTATGGACGACAATTTAACATATGCAAAAAT TAT T TAAAAATAAAATAGG - - = = = = = = = = & & & & s @ m o e m o e o e o f ot e o ot e m e o f f e e e e m o m f e o oo et o e o e o fm e m i f e m e i e oo oo e oiooameaocmeaaemam
AAAGGAGTTTTAGCAATTGTGTGGGCGACTAIGTATTTTAGACCCTACCTTTATGGACGACAATTTAACATATGCAAAAATTATTTAAAAATAAAATAGG --------------------------------------------------------------------------------------------------------------
AAAGGAGTTTTAGCAATTGTGTGGGCGACTAAATATTTTAGGCCTTACCTTTATGGACGACAATTTAACATATGCAAAAAT TAT T TAAAAATAAAATAGG - - = = = = = = = = & @ o & s @ m ot e o o e f e o f f e f o e m e o f f e f ot e m et e f e f ot ot f o et et e o et et e m oo m oo oo o e eiooameaoemaaoeoam
AAAGGAGTTTTAGCAATTGTGTGGGCGACTAAATATTTTAGGCCTTACCTTTATGGACGACAATTTAACATATGCAAAAAT TAT T TAAAAATAAAATAGG - - = = = = = = = = & & & @ m @ m @ e m o m f et f f e o oo m e o f m e m o e f ot m m e f ottt ot et et ettt e e e e e o e oo e eeooameaoemaaoeoam
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCRTG- - - - -

AAARGEG T T T TGA - - - - - - - oo e e e el Y TATH- <o e e
AAAGGAGTTTTAGCAATTGTGTGGGCGACTAAATATTTTAGGCCTTACCTTTATGGACGACAATTTAACATATGCAAAAAT TAT T TAAAAATAAAATAGG - - = = = = = = = = & & & & s @ m o e o oo e o e oot e o o e m e o f f e e ot m ot f f et ot e f o e f et ettt oo et oo e oo oo e o ieo e meeoemeaaeaam
ATAAATAAATCT-TTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCATG- - - - - -

ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTTATG---C
ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCAIG————

T-T
T-T

ATAAAATAAA-TATTTTTATAAATGTTTTAT
ATAAAATAAA-TATTTTTATAAATGTTTTAT

ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCAT
ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCAT

ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCATG- - - - - - TAAA- - - - - - TTATAAAT - - - - - - T--
ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCARBGAT - AAATRAA- - - - - - - - - - - AATATTT--TT T-T
ATAAATAAATCTITTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTIBTG- - - - - - TAAAA- - - - - BrATAAATA- - -TATT TAT
ATAAATAAATCTTTTTTAAAAAIGGGITGTTTGAATCCAATAAGTTAAGTTATG ----------- TITTTTTA.AAT— - - —TAIT TA-

ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGT

------- L B (O S Rk i E T e e e - ol N
------- N B (O N Rl I T e e e e - ol - -
------- TTRTABCAATTGTTTG-----«--«--CTTTTTTAMT CTATCE - - - - = = = = = = = = & & s & o e & e m ot e & e & e &t e f e &t e & e &t e m ot e &t e f ot ot &t e @t ot & ot m ot e df e f ot e f ot ot m ot e mf ot m ot e e e e e e e ee o eeaeaaaa
-------------------- CTAAGT-------GRTTTRTRT T TABBGATEABAAT TEAREA TATGCRAAAARTATTTAAAARTAA f e -ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCAGA - AAAATAAA-TATTTTTATAATATTTTATT
I -------------------- CTAAGT - - - = - - - GITTTITITTTAIGAIAIAATTIAIATATGCIAAAAITATTTAAAAITAA ------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCAIGA—AAAATAAA—TATTTTTATIAATATTTTATT
----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------- AAT————T—————————————————
-------------------------------------------------------------------------------------------------------------- ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCATG - === «mmemmeamaacaaaae - AAT-==-T--=-T
R R R e i R ATAAATAAATCTTTTTTAAAAACGGGTTGTTTGAATCCAATAAGTTAAGTCATG- - - - - - TAAA- -« = -« - - ATAIAIATITTAT T——



End crop Point
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] fm_1.bed 0 O n.bed g 1l.bed fm 2.bed O O bcin.fa_aln.fa_cl.fa

divergence to consensus (%)
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size: 10756bp; fragments: 810; full length: 0 (>=9680.4bp)
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| ufbed g Lbed fm Lbed 0 0 nbed g Lbed fm 2.bed 0 0 b After TEtrimmer Extended plot Blue lines are boundaries
size: 11076bp; fragments: 963; full length: 0 (>=9968.4bp)
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TE: Itr_1 family 180

size: 222bp; fragments: 169; full length: 143 (>=199.8bp)
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After TEtrimmer ORF and PFAM domain plot
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1sus before TEtrimmer (bp)
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(windowsize = 25, threshold = 50.00 09/10/25)
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