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MSA length = 717

AATTGABGIMAG T CGAACAACCCGCAGACCACT AAAGETATA GATTGTGGTAGAT TTTCT TGCT T TTAC - = = = = = = = = s s m s e e m e m o f ot f e e f e f e m e e e i e e e em e meecemeaaamam AGGEC- ATGTHTCABGAATRTCGGCBBBCTCAGRBABAAC- - - - - - - - -
AIATGG.AGTCGAICATTTCCCAGCCAACT AICITAT I I IGTTTGTGGTAGATTTTCTTGCTTTTAC ---------- TGTAATGAGAAAGTGATATATAAAGAAAAGAAGAAAAATATCCTATTACATGGCCGAATAGCCCT ABA
AATT----cccococcccceceeaeo-----BAGHTE T TTETMC---------------T-- GTGGTAGATTTTCTTGCTTTTAT - - ----=--- TGTAATGAGAAAGTGATATATAAAGAAAAGAAGAAAAATATCCTATTACATGGCCGAATAGCCCT ABA
AATTGABGIMAGT CGAACAACCCGCAGACCACT TATA GATTGTGGTAGAT TTTCT TGCT T TTAC - = = = = = = = = s s m s e e m e m o f ot f e e f e f e m e e e i e e e em e meecemeaaamam AlflccGAaTAGTCTT THA
ACETRARARARTCCAA TATAI I IGATTGTGGTAGATTTTCTTGCTTTTAC ---------- TGTAATGAGAAAGTGATATATAAAGAAAAGAAGAAAAATATCCTATTACATGGCCGAATAGCCCT ABA
AAATIG ------------------------------ TTTGTGGTAGAT TTTCT TG T T TTAC - = - = = = = = m e m o m e e m o f e m et mm et e e m e e e e i mmameacameaoeaam TllccceTaTGGCcA T
AGTTGA GTGAA TATAI I rTITGTGGTAGATTTTCTTGCTTTTAT ---------- TGTAATGAGAAAGTGATATATAAAGAAAAGAAGAAAAATATCCTATTACATGGCCGAATAGCCCT AR A
AATTGAGGEMAGT CGAACAACCCGCAGACCACT TATA GATTGTGGTAGAT TTTCT TGO T TT T AT = = = = = = = & s m ot m ot e m et e f et et m o m e m e e fm e m e i e meeoamiaoeaaaaa GATATTTCT AlIA
---------------------------------------- TGTGGTAGATTTTCTTGCTTTTAC- - - -- - - - - -TGCAAAAATATATTAGAATTTAGAAAAAAATACGATAACCTTCTATTTGATGGfTGATACCECT ABA
------------------ TATAIT.CIGATTGTGGTAGATTTTCTTICTTTTAT————————————————————————————————————————————————————————————TGﬂTTITACCCTT THA
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.bed uf.bed g 1.bed fm 1.bed 0 O bcIn.fa _aln.fa_cl.fa_gs.fa ce.f: After TEtrimmer 717 bp

size: 717bp; fragments: 12; full length: 1 (>=645.3bp)
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fasta.b.bed_uf.bed g 1l.bed fm _1.bed O O bcIn.fa_aln.fa cl.fa_gs.f

divergence to consensus (%)
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size: 1084bp; fragments: 12; full length: 0 (>=975.6bp)
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size: 480bp; fragments: 12; full length: 10 (>=432bp)

TE: Itr_1 family 164
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot

ORF2

ORF3

Bl ORFs
B PFAM domains

ORF1

100

200

300

400




[E consensus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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