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1 MSA length = 7694 1

ATATCAAATAGT ---TATAT - AAIACAITTATTCATTGATTTAGAATTTTTACTTAATTTTTAAAAAAAATATTTTG - - - TTITTAAAGTTAATTTITTT

------------------ ATTEATAAAAAAIGAGATGCGAAAATGCCTGTCAGTATTCATGTABTAAAA - - - ATAATART AABA - - - - - - - - oot oo oo
----------------------------------------------------------------------------------------------- GCATTAAAAGTAAATAATCAAT - CIATTATTGATTTTTTTTAATATCTTAGCTACTTTTGACAAAAAATATTTAGTAATTTTAAACTTAATTTTTT
S Vcll E TTTATAAAATAGAGATGTTAAATTGCTAATCAGTATACATGCAATAAABAT TATAATAATAAAA - - - - - -« oot oot L. o ... _.__._.-.. -
----------------------------------------------------------------------------------------------- GCAACABETAGHEGAG - ATITCAATABAATTATTGATTGATCT TAAAAT TT - = -« - x -w e e e et e oo
----------------------------------------------------------------------------------------------- GCATCAAATAGTAAGTATATCAATACAATTATTGATTGATTTTAAAATTTTACTTAATTTTTAAAAAAAATATTTTGTAATTTTTAAACTTAATTTTTCT
----------------------------------------------------------------------------------------------- GCATCAAATAGTAAGTATATCAATACAATTATTGATTGATTTTAAAATTTTACTTAATTTTTAAAAAAAATATTTTGTAATTTTTAAACTTAATTTTTCT
TACAATAGGAATATATTTATETAT -« - oo - A mn e e e ATAAAAATAATTAATAATABAA - - - - - - -« oo oot L oLl

TGCTAT-AA-AAATATT - - TTTITGAAAITAGAAATGTTAAATACCCAATCAGCGTTCGTATTATAAAAGTTITTIATAA.AAI
------ AAA-AAATGTTTATTTATAAAAAAAGAA-TATTAGATTGCCAATCCATATTCATGTAAIAIAAATTATTAATAATAAAA
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.bed fm_1.bed 0 0 n.bed g 1l.bed fm 2.bed O O bcin.fa_aln.fa

divergence to consensus (%)
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size: 7694bp; fragments: 141; full length: 0 (>=6924.6bp)
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d g 2.bed fm Lbed 0 0 nbed g Lbed fm 2.bed 0 0 belnfa : After TEtrimmer Extended plot Blue lines are boundaries

size: 9234bp; fragments: 141; full length: 0 (>=8310.6bp)
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TE: It 1 family 137 Before TEtrimmer 306 bp

size: 306bp; fragments: 30; full length: 20 (>=275.4bp)

divergence to consensus (%)
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After TEtrimmer ORF and PFAM domain plot
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nsus before TEtrimmer (bp)
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