Start crop Point End crop Point

1 MSA length = 9339

C o ANIEAT T TR TEARAT - - TAAAAAAAGAAAAA - - - - - - - - - - CTATAT
C o IA.ATTTITIAIAT— - TAAAAAAAGAAAAA - = - - = - = - - - CTATAT
6 [l | (T ATTCGTTCTTTTAGTTTAATATTTTTATTTTCTAATTTTACGCCCGATTATAAAAATTTGATCTACATCGTAAAAAAATAAAAAATACTTTTAT----A

6 [l | [ ATTCGTTCTTTTAGTTTAATATTTTTATTTTCTAATTTTACGCCCGATTATAAAAATTTGATCTACATCGTAAAAAAATAAAAAATACTTTTAT————AI
C T T T AT TG T AT TCT - - - e m e m e e e BArARAATT T RGETRGAAT - - - - - - AAAATABAAA - - - - e
C GTGACGATACCTCGTGGCCATTCCCTTGGACTCATTGCACGTTGAGTTGCTGCTATCTATTTTACGTGATATCT T T TAT T TGATATTC T = = = = = = 5 & m @ o e e m et m e o e e f e o e m e o o e m et f m e f ot e e o e o e i e o moomammeoema oo CB- - -
C GTGACGATACCTCGTGGCCATTCCCTTGGACTCATTGCACGTTGAGTTGCTGCTATCTATTTTACGTGATATCT T T TAT T TGATATTCT = = - = = = & = = & o & o o o e m o e ot et e o m ottt o e f e o f f et ot e m e o ot et ot e f et e m e e ot e m e e et o m o et i e i e meeoemaceoaaaa
C ATTCGTTCTTTTAGTTTAATATTTTTATTTTCTAATTTTACGCCCGATTATAAAAATTTGATCTACA-CG- - - - - AAAGAAAAAATAAATTTAT - - - -AT
C ATTCGTTCTTTTAGTTTAATATTTTTATTTTCTAATTTTACGCCCGATTATAAAAATTTGATCTACA-CG- - - - - AAAGAAAAAATAAATTTAT - - - -AT

ATTCGTTCTTTTAGTTTAATATTTTTATTTTCTAATTTTACGCCCGATTATAAAAATTTGACTACABCGTAAAAAAAGAABEBAGTGATTTTCTCTA-AT
ATTCGTTCTTTTAGTTTAATATTTTTATTTTCTAATTTTACGCCCGATTATAAAAATTTGAICTACAICGTAAAAAAAGAAIAGTGATTTTCTCTA -AT
ATTCGTTCTTTTAGTTTAATATTTTTATTTTCTAATTTTACGCCCGATTATAAAAATTTGATCTACAT -=----- AAAAGAAAAAAGAATTCTACCTATAT
ATTCGTTCTTTTAGTTTAATATTTTTATTTTCTAATTTTACGCCCGATTATAAAAATTTGATCTACAT -=----- AAAAGAAAAAAGAATTCTACCTATAT

------------------------------------------------------------------------------------------------------------------------------------- TARHAB T TTORTCTABA- - -« - - - e e e e

------------------------------------------------------------ BTAAARTRTCEECRTGA - - - - ------ - TR

ATTCGTTCTTTTAGTTTAATATTTTTATTTTCTAATTTTACGCCCGATTATAAAAAT TTGATCTACAT = = = = === mmmmmmmmmmmmmmmmmmmm e oo
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] fm_1.bed 0 O n.bed g 1l.bed fm 2.bed O O bcin.fa_aln.fa_cl.fa
size: 9339bp; fragments: 218; full length: 0 (>=8405.1bp)
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1 uf.bed g 1.bed fm 1.bed O O n.bed g 1l.bed fm 2.bed 0 0O bc

divergence to consensus (%)
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size: 10386bp; fragments: 226; full length: 0 (>=9347.4bp)
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TE: Itr 1 family 134 Before TEtrimmer 221 bp

size: 221bp; fragments: 50; full length: 22 (>=198.9bp)
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After TEtrimmer ORF and PFAM domain plot
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1sus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)
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