Start crop Point

End crop Point
1 MSA length = 8377
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_bed_fm_1.bed 0 0 n.bed g 1.bed fm 2.bed 0 0 bclnfa alnfa_ After TEtrimmer 8377 bp
size: 8377bp; fragments: 39; full length: 0 (>=7539.3bp)

o
o _|
o _| _ o
o — |17 [o0]
— / / > >
o\o O o
S~ 00 - ) 8 |
N D ©
- -
(7)) (@
S S S
3 Q S
— —“—
c o - =
(@] Q (0]
o (@)) ) 8
(©)] E 0 O 7
4 Q o <
Q > J )
(&) (@) [
(- _ (&} Q
o ¥ %)
5 o- = |
~ © 9 No TE domain detected
= w o /
o~ 4 —
(=] T T T T (=] T T T T (=] T T T T T T T T
0 2000 4000 6000 8000 2000 4000 6000 8000 0 2000 4000 6000 8000 0 2000 4000 6000 8000

TE consensus (bp) TE consensus genomic coverage plot (bp) TE consensus self dotplot (bp) TE consensus structure and protein hits (bp)



d g Lbed fm Lbed 0 0 nbed g Lbed fm 2.bed 0 0 belnfa : After TEtrimmer Extended plot Blue lines are boundaries
size: 9490bp; fragments: 39; full length: 0 (>=8541bp)
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TE: Itr 1 family 115 Before TEtrimmer 267 bp

size: 267bp; fragments: 21; full length: 10 (>=240.3bp)
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After TEtrimmer ORF and PFAM domain plot

Bl ORFs
B PFAM domains

{_
ORF1 ORF4
_} ‘_
ORF6 ORF5
— —
ORF2
)
Retrotran_gag, 2 Pol_BB rve RVT 2
— = )
Z gag_pre SH3 retrovirus
| ory Sy

1000 2000 3000 4000 5000 6000 7000 8000




nsus before TEtrimmer (bp)

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)

267;1? v ke . ., - / , g 7 7 PV 2 s . . 7 ,/ v 7., ///,/ o 22 4 /éﬂ"1
O ———"— | T — B — — T
0 1000 2000 3000 4000 5000 6000 7000 8000

TE consensus after TEtrimmer (bp)




