Start crop Point End crop Point

1 MSA length = 6678 1
-------------------------------------------------------------------- CCAATACAATCGGTATAGGAATGCTGCGTCTATTGGGTTAGAGGTCGTTG

-------------------------------------------------------------------- CCAATACAATCGGTATAGGAATGCTGCGTCTATTGGGTTAGAGGTCGTTG Cee -
ACAGTTATTGAAATTTATAAAGTAATATAAATTTTTTTATAATTTTAATTATATTTAA - - -« = = = = - - CCAATACAATCGGTATAGGAATGCTGCGTCTATTGGGTTAGAGGTCGT TG T G TN T [ A T EE ~ TG GRS T G . - - - - - -
-------------------------------------------------------------------- CCAATACAATCGGTATAGGAATGCTGCGTCTATTGGGTTAGAGGTCGTTGET----- - - -
-------------------------------------------------------------------- CCAATACAATCGGTATAGGAATGCTGCGTCTATTGGGTTAGAGGTCGTTG
-------------------------------------------------------------------- CCAATACAATCGGTATAGGAATGCTGCGTCTATTGGGTTAGAGGTCGTTG
ACAGTTATTGAAATTTCTAAAGCAATATAAATTTTTTTATAATTTTAATTATATTTAA - - -« = = = - - - CCAATACAATCGGTATAGGAATGCTGCGTCTATTGGGTTAGAGGTCGTTG
ACAATTGTTGTAATGTATAAGGTAATATTAATCCTTTGATATTTCTAGTTATATTTAA - - = == = = - - - CCAATACAATCGGTATAGGAATGCTGCGTCTATTGGGTTAGAGGTCGTTGETINGH- - - - - - - - - - -
-------------------------------------------------------------------- CCAATACAATCGGTATAGGAATGCTGCGTCTATTGGGTTAGAGGTCGTTG Cee - Cee -
-------------------------------------------------------------------- CCAATACAATCGGTATAGGAATGCTGCGTCTATTGGGTTAGAGGTCGTTGHM- - - - - - - - - - - - - - - - - -
ACAGTTATTGAAATTTATAAAGTAATATAAATTTTTTTATAATTTTAATTATATTTAA - - -« = = = - - - CCAATACAATCGGTATAGGAATGCTGCGTCTATTGGGTTAGAGGTCGTTG
ATAGCCAACGAAATTTAAAAAGTAGCATAGATTTTTTTATAATTTTTATCATGTTCTA - == ===« - - - BcAATBCAATIGGTATAGGAATGCTGCGTCTATTJGGTTAGAGGTCGTTG
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).bed _uf.bed g 2.bed fm_1.bed O O bcin.fa_aln.fa_cl.fa_gs.fa ce. After TEtrimmer 6678 b P

size: 6678bp; fragments: 7276; full length: 0 (>=6010.2bp)
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tab.bed ufbed g 2.bed fm Lbed 0 0 beinfa alnfa clfa gsfa. After TEtrimmer Extended plot Blue lines are boundaries
size: 6844bp; fragments: 7276; full length: 0 (>=6159.6bp)
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size: 2859bp; fragments: 100; full length: 0 (>=2573.1bp)
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After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)
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