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d uf.bed g 2.bed fm_1.bed O O bcIn.fa_aln.fa_cl.fa gs.fa ce.fa_s After TEtrimmer 4679 b P

size: 4679bp; fragments: 1242; full length: 0 (>=4211.1bp)
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~1001.fasta.b.bed _uf.bed g 2.bed fm 1.bed O O bcin.fa_aln.fa_cl.
size: 4997bp; fragments: 1196; full length: 0 (>=4497.3bp)
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divergence to consensus (%)

TE: Itr_1 family 1001

size: 6693bp; fragments: 29064; full length: 0 (>=6023.7bp)

20

lMIIlIWIIIIIMI |‘|

15

10

|

———————
—_—
E

l

d

p————
-—

3000 4000
TE consensus (bp)

ll

|
)
1

|

i

o |||||
|

i

I
6000

Before TEtrimmer 6693 bp

coverage (bp)
4000 6000 8000 10000 12000

2000

Ir=

2000 3000 4000 5000 6000

TE consensus self dotplot (bp)

1000

\\\\\Q

I I
1000 2000 3000 4000 5000

TE consensus genomic coverage plot (bp)

0

I I I I
2000 3000 4000 5000

TE consensus self dotplot (bp)

- =
> >
x
>
No TE domain detected
[ [ [ [ [ [
1000 2000 3000 4000 5000 6000

TE consensus structure and protein hits (bp)



After TEtrimmer ORF and PFAM domain plot
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Before TEtrimmer ORF and PFAM domain plot
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[E consensus before TEtrimmer (bp)

6000

5000

4000

3000

2000

1000

Dotplot

(windowsize = 25, threshold = 50.00 09/10/25)

4 »
7
4 ’ /
Ve 7 ya ¢z 7/ v
7 ¥s ’ ’ s V4 s 7
7’ p Ve ’, s
’ V. 7,
‘ z
v 7/
7’
7/
, ’ ., ;2 » ’
’ v ,
P 7’ 7 Ve 4 Ve 14
’
/{ s 7/ P ¢ Yy I+ H ’ 7
P $F7$$F#777,7,74 , 4 P
/ 4 v toos ’ 77/ 7 4 / ’, 4 7/
7 /7 4 7
’ /
’
7’ ’ 7
’
7’ 77
, 7’
s, ’
’
/7
7 ' 7 7’ p
’
7
’
4
Vd
/
,7
, ’
7
s , , ,/’
’ 7 7,7 7 ’ y
’ w? ¢ / ’
’ v
’ $77 / /s 7
7
4 7 7 ; 7/
’
¥4 é ’ ’ ;' ¥ 7
7 7 , 7
Vs 7’ ’ ’ 4 ’
s s 7,
’
’ s
¢/
VR4 9’ /
4 / 7/ Y4 4
’
e, 7 /s
’ 7
’
s
/ , ’ /
’ ’, , ,e 7
’ / 4 7/
4 / ’ / s / Ve V 7/
Ve 4 v
4 7 v’ ’ / 4 , 7
s Vs ”,
Ve , -, ’ 7 4 ’ 7
’ /// s 7/
’ ’ 7’ 7
/2 ,
’ ’ A ’
’ o
’ s22r0 22
o , 110227 s , . , St 24 v
L/ ¢ s’ . ¢ v e , , /
J ’ ’ 7 ’
s ’ ’
’
/ s,

500

I
1000

1500

2000

2500

I
3000

3500

4000

!
4500

TE consensus after TEtrimmer (bp)




